
IMGVR_UViG_2938479101_000001|2938479101|2938479139: 11,483-20,795 (+)

RNA polymerase inhibitor (CDS_0020)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0021)

endonuclease (CDS_0022)

23
amidase (CDS_0024)

25

DNA primase/helicase (CDS_0026)

DNA primase/helicase (CDS_0027) 28 DNA polymerase I (CDS_0029) 30 31
exonuclease (CDS_0032)

33 34

NC_031123.1: 11,883-20,924 (+)

26 27

HG818823.1: 10,570-19,522 (+)

19 HEase_00033 homing (CDS_0023)

MGV-GENOME-0268676: 12,105-20,770 (+)

HNH endonuclease (CDS_0026) 28 Gp5.5-like host HNS inhibition (CDS_0030)

MGV-GENOME-0264275: 11,930-20,607 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein 24 25 host range and adsorption protein (CDS_0030)

uvig_409277: 10,460-19,137 (+)

24 25 28

NC_047927.1: 11,149-20,037 (+)

23 24 26

uvig_290651: 11,934-20,831 (+)

25 26

NC_031943.1: 12,519-21,793 (+)

DNA methyltransferase (CDS_0028) 30 31 33

SAMEA2737787_a1_ct23066: 13,725-21,683 (+)

31 host range and adsorption protein (CDS_0036)

TemPhD_cluster_42970: 11,441-20,217 (+)

24
Gp5.5-like host HNS inhibition (CDS_0025)

27

uvig_331826: 12,244-20,976 (+)

24 Gp5.5-like host HNS inhibition (CDS_0025)

NC_048161.1: 12,853-21,397 (+)

26
Gp5.5-like host HNS inhibition (CDS_0028)

30

MGV-GENOME-0269384: 12,736-21,194 (+)

24
Gp5.5-like host HNS inhibition (CDS_0027)

29

NC_031018.1: 13,062-21,325 (+)

31

MGV-GENOME-0269006: 12,060-20,821 (+)

HEase_00033 homing (CDS_0023) 24 26

NC_048025.1: 13,005-22,203 (+)

28 29

NC_023558.1: 11,926-20,649 (+)

25 26 27

MT350292.1: 12,943-22,137 (+)

23 HEase_00033 homing (CDS_0027) Gp5.5-like host HNS inhibition (CDS_0028)

NC_047777.1: 12,288-21,320 (+)

endonuclease (CDS_0018) HEase_00033 homing (CDS_0023)

NC_047808.1: 11,219-20,167 (+)

20 22 24 Gp5.5-like host HNS inhibition (CDS_0025)

NC_048136.1: 11,898-20,856 (+)

HEase_00033 homing (CDS_0025)
26 Gp5.5-like host HNS inhibition (CDS_0027)

DQ111067.1: 11,967-20,889 (+)

HEase_00033 homing (CDS_0024)
25 Gp5.5-like host HNS inhibition (CDS_0026)

NC_048071.1: 13,959-21,862 (+)

31

SAMN10080901_a1_ct415: 13,028-21,017 (+)

27

NC_048023.1: 12,321-21,240 (+)

29 Gp5.5-like host HNS inhibition (CDS_0030)

TemPhD_cluster_42390: 12,774-21,311 (+)

25 Gp5.5-like host HNS inhibition (CDS_0027)

TemPhD_cluster_50246: 12,508-20,967 (+)

HNH endonuclease (CDS_0021) HEase_00033 homing (CDS_0024) HEase_00033 homing (CDS_0026) Gp5.5-like host HNS inhibition (CDS_0027)

MGV-GENOME-0268257: 12,103-21,042 (+)

Gp5.5-like host HNS inhibition (CDS_0023)

EU734172.1: 12,092-20,849 (+)

21
Gp5.5-like host HNS inhibition (CDS_0024)

26

NC_031937.1: 11,498-20,728 (+)

HEase_00033 homing (CDS_0028) Gp5.5-like host HNS inhibition (CDS_0029)

uvig_228586: 12,384-21,463 (+)

HEase_00033 homing (CDS_0026) Gp5.5-like host HNS inhibition (CDS_0027)

KJ748011.1: 12,549-20,994 (+)

Gp5.5-like host HNS inhibition (CDS_0025)

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) pseudogene


