
KJ748011.1: 26,106-39,091 (+)

tail protein (CDS_0038)

internal virion protein (CDS_0039)
internal virion protein (CDS_0040)

internal virion protein (CDS_0041)
internal virion protein with endolysin domain (CDS_0042)

tail protein (CDS_0043)
holin (CDS_0044)

terminase small subunit (CDS_0045)

Rz-like spanin (CDS_0046)

NC_047829.1: 25,856-39,691 (+)

tail protein (CDS_0041)

SAMN00792109_a1_ct16482: 26,889-40,180 (+)

47

SAMN10080901_a1_ct415: 25,869-39,086 (+)

tail spike protein (CDS_0044)

NC_031937.1: 25,931-38,977 (+)

tail fiber protein (CDS_0048)

NC_048025.1: 27,089-40,385 (+)

tail fiber protein (CDS_0047)

NC_023558.1: 25,542-38,964 (+)

41 tail fiber protein (CDS_0045)

NC_047808.1: 25,245-39,298 (+)

internal virion protein with endolysin domain (CDS_0043)
tail protein (CDS_0044)

MT350292.1: 27,511-40,710 (+)

HNH endonuclease (CDS_0046) tail protein (CDS_0048)

uvig_409277: 24,551-37,315 (+)

tail protein (CDS_0043) HNH endonuclease

NC_031943.1: 27,304-40,469 (+)

tail fiber protein (CDS_0053)

NC_047927.1: 24,814-38,821 (+)

42 HNH endonuclease (CDS_0045)

HG818823.1: 25,323-38,788 (+)

tail fiber protein (CDS_0043) 44

TemPhD_cluster_42970: 25,336-38,318 (+); 1-2,221 (+)

terminase large subunit (CDS_0001)
2tail fiber protein (CDS_0044)

uvig_331826: 26,091-39,384 (+); 1-2,213 (+)

44

uvig_228586: 26,839-40,146 (+); 1-2,220 (+)

tail protein (CDS_0046)

NC_048071.1: 26,472-40,060 (+); 1-2,216 (+)

tail fiber protein (CDS_0047)

NC_048135.1: 26,120-39,767 (+); 1-2,224 (+)

tail fiber protein (CDS_0048)

MGV-GENOME-0268676: 26,541-40,026 (+); 1-2,213 (+)

48

NC_048023.1: 26,829-39,747 (+); 1-2,219 (+)

tail protein (CDS_0050)

NC_031018.1: 25,974-39,274 (+); 1-2,213 (+)

tail fiber protein (CDS_0047)

NC_031123.1: 26,144-39,444 (+); 1-2,220 (+)

2tail fiber protein (CDS_0045)

NC_048161.1: 26,270-39,695 (+); 1-2,212 (+)

endolysin (CDS_0045) tail fiber protein (CDS_0047)

DQ111067.1: 25,647-39,704 (+); 1-2,218 (+)

tail protein (CDS_0042)

MGV-GENOME-0264275: 26,021-39,204 (+); 1-2,222 (+)

tail protein (CDS_0043) HNH endonuclease (CDS_0047)

MGV-GENOME-0269006: 26,196-40,085 (+); 1-2,223 (+)

43

uvig_141149: 26,379-39,894 (+); 1-2,212 (+)

tail fiber protein (CDS_0047)

MGV-GENOME-0269384: 26,055-40,154 (+); 1-2,216 (+)

tail fiber protein (CDS_0045) 48

SAMEA2737787_a1_ct23066: 26,324-39,837 (+)

tail fiber protein (CDS_0047)

uvig_290651: 25,917-39,256 (+); 1-2,220 (+)

tail protein (CDS_0044) 48

EU734172.1: 25,597-39,252 (+); 1-2,220 (+)

REase_II_00096 Type (CDS_0039) tail protein (CDS_0043)

MGV-GENOME-0268257: 26,506-39,948 (+); 1-2,228 (+)

tail protein (CDS_0042) 43 47

NC_048136.1: 26,126-39,793 (+); 1-2,657 (+)

HNH endonuclease (CDS_0002)tail fiber protein (CDS_0047) 51

TemPhD_cluster_50246: 25,834-39,393 (+); 1-2,219 (+)

tail fiber protein (CDS_0047)

TemPhD_cluster_42390: 26,426-39,981 (+); 1-2,213 (+)

terminase large subunit (CDS_0001)tail protein (CDS_0046)
HNH endonuclease (CDS_0050)

NC_047777.1: 25,572-40,291 (+); 1-2,220 (+)

tail protein (CDS_0034)
internal virion protein (CDS_0036)

tail spike protein (CDS_0040) tail spike protein (CDS_0041)

6000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (PADLOC)


