tRNA-Arg(CCT)
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MGV-GENOME-0361216:78,974-90,283 (+)
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MGV-GENOME-0317728:39,399-50,433 (+)
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IMGVR_UViG_3300045988_180889|3300045988|Ga0495776_027268:79,247-89,953 (+)
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MGV-GENOME-0362254:82,627-92,018 (+)
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IMGVR_UViG_3300045988_182276|3300045988|Ga0495776_114970:83,226-92,647 (+)
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IMGVR_UViG_3300045988_177824|3300045988|Ga0495776_095802:80,398-90,961 (+)
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MGV-GENOME-0361524:80,119-90,445 (+)
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IMGVR_UViG_3300045988_182247|3300045988|Ga0495776_027393:78,558-90,075 (+)
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MGV-GENOME-4433428:82,627-92,736 (+)

E
!

N
193
~

78 homing endonuclease (CDS_0082)



