45
46 48
35 36 37 38 3940 41424344 4774950 51 5253 54

e
IMGVR_UViG_3300045988_180790|3300045988|Ga0495776_010370: 39,147-67,977 (+)
43 4849
42744 45 46471 50 54

|
IMGVR_UViG_3300045988_182938|3300045988|Ga0495776_010499: 39,038-69,264 (+)
42 46
38 4344 45747 51

I
IMGVR_UViG_3300029728_000008|3300029728|Ga0245197_100292: 42,582-70,515 (+)
41 45
Ta243 44746

MGV-GENOME-0361524:42,636-70,469 (+)
44 pVip-lone Viperins (CDS_0049)
Tas 46 4748 "] 505152 59

IMGVR_UViG_3300045988_181457|3300045988|Ga0495776_003003:42,649-72,657 (+)
pVip-near-kinase Viperins (CDS_0047)
44
40 42 |45
3941743 | T 46 484950

MGV-GENOME-0362751:40,343-71,134 (+)
pVip-near-kinase Viperins (CDS_0046)
4

3
41 Ta4
394042 | |45 474849

[ ) S S S S S S B S — A S —
MGV-GENOME-0362742:40,389-71,125 (+)

pVip-near-kinase Viperins (CDS_0048)
41 47
4243 44 45467 4950

[ S E—— S S —— -
MGV-GENOME-0363226:41,441-67,988 (+)

pVip-near-kinase Viperins (CDS_0048)
41 47
Ta243 44 45467 4950

IMGVR_UViG_3300045988_181087|3300045988|Ga0495776_057158:41,441-67,988 (+)
pVip-near-kinase Viperins (CDS_0050)
45 48
41 42 43 44 46 47 [49 515253

MGV-GENOME-0364074:38,034-65,782 (+)
46 47 4849 50 52 55

I S R SN SN A S S  E—
MGV-GENOME-0361165:40,839-69,545 (+)

424344
I — E— S S, Sy GEN S
MGV-GENOME-4433147:41,732-68,997 (+)

Lpg2644 (VFO800) (CDS_0044)
42
34 3940 4143 4546

————— ——————————————————— )
IMGVR_UViG_3300045988_180889|3300045988|Ga0495776_027268:36,362-67,993 (+)
42 434445464748

e
IMGVR_UViG_3300045988_182276|3300045988|Ga0495776_114970:41,430-67,054 (+)
43

44
4142| [45 46 4748

MGV-GENOME-0361763:39,093-68,205 (+)
pVip-near-kinase Viperins (CDS_0045)
41

42
3940| [43 44 46 53

MGV-GENOME-0361216: 39,315-68,803 (+)
42
43 46 48
41|T44 45747 T4950 5152

IMGVR_UVIiG_3300045988_180840|3300045988|Ga0495776_143033:40,319-66,670 (+)
42
43 46 48
41|T44 45747 J4950 51 52

——————— — 1 —— " §{ T — 1§ ] ]
MGV-GENOME-0364478:40,320-66,543 (+)

43
44 47 49
42[T45 46[48 | 50 5152

——————— —————————————— [ — N W ]
MGV-GENOME-0364301:40,321-66,351 (+)

42 Lpg2644(VFOB00) (CDS_0048)
43 46
41[T44 45[47 49 50

—————————— —— [ — "N /8§ —}§ | 1}
MGV-GENOME-0364551:40,319-66,626 (+)

20 Lpg2644 (VFO800) (CDS_0026)
21 24
19|22 23]25 27 28

I
MGV-GENOME-0352252:23,065-49,294 (+)
[ 10000 nt i
unknown function defence (PADLOC) virulence (VFDB)




