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IMGVR_UViG_3300045988_182938|3300045988|Ga0495776_010499: 39,038-69,264 (+)
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IMGVR_UViG_3300029728_000008|3300029728|Ga0245197_100292: 42,582-70,515 (+)
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MGV-GENOME-0361524: 42,636-70,469 (+)
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IMGVR_UViG_3300045988_181457|3300045988|Ga0495776_003003: 42,649-72,657 (+)
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MGV-GENOME-0362751: 40,343-71,134 (+)
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MGV-GENOME-0363226: 41,441-67,988 (+)
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IMGVR_UViG_3300045988_181087|3300045988|Ga0495776_057158: 41,441-67,988 (+)
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MGV-GENOME-0364074: 38,034-65,782 (+)
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MGV-GENOME-4433147: 41,732-68,997 (+)
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IMGVR_UViG_3300045988_180889|3300045988|Ga0495776_027268: 36,362-67,993 (+)
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IMGVR_UViG_3300045988_182276|3300045988|Ga0495776_114970: 41,430-67,054 (+)
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IMGVR_UViG_3300045988_180840|3300045988|Ga0495776_143033: 40,319-66,670 (+)
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MGV-GENOME-0352252: 23,065-49,294 (+)
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