
MGV-GENOME-0363458: 66,928-76,273 (+)

51 52 53 54 55 56 57
Type_V_V_U4 Cas12 (CDS_0058)

59 60 61 62 63 64 65

IMGVR_UViG_3300045988_181087|3300045988|Ga0495776_057158: 66,929-75,985 (+)

54 55 56 57 Type_V_V_U4 Cas12 (CDS_0058)

MGV-GENOME-0363851: 66,928-76,795 (+)

54 55 56 57
transposase (CDS_0058)

Type_V_V_U4 Cas12 (CDS_0059)

IMGVR_UViG_3300045988_181457|3300045988|Ga0495776_003003: 67,306-74,003 (+)

56 57 59

MGV-GENOME-0361524: 65,345-71,815 (+)

50 51

MGV-GENOME-0364074: 64,725-74,160 (+)

57 endonuclease (CDS_0058) 59 60 61

MGV-GENOME-0352252: 48,237-56,899 (+)

30 33 34 35 endonuclease (CDS_0036) 37

MGV-GENOME-0362254: 65,580-75,613 (+)

55 56 57 58 62 66
CBASS__AG_E1_ThiF ThiF family (CDS_0067)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC)


