Type_V_V_U4 Cas12 (CDS_ 0058)
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IMGVR_UViG_3300045988_181087|3300045988|Ga0495776_057158: 66,929-75,985 (+)
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MGV-GENOME-0361524: 65,345-71,815 (+)

57 endonuclease (CDS_0058) 59 60 61

MGV-GENOME-0364074: 64,725-74,160 (+)
30 33 34 35  endonuclease (CDS_0036) 37
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MGV- GENOME 0352252:48,237-56,899 (+)
CBASS__AG_E1_ThiF ThiF family (CDS_0067)
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MG\/ GENOME-0362254:65,580-75,613 (+)
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