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MGV-GENOME-0318807:4,877-17,038 (+)
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IMGVR_UViG_3300029762_000208|3300029762|Ga0245183_100259|1-50592: 4,877-15,043 (+)
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IMGVR_UViG_3300045988_172837|3300045988|Ga0495776_174515:4,877-14,962 (+)
tail length tape measure protein (CDS_0019)
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IMGVR_ UV|G 3300014917 OOOO74|3300014917\Ga0169823 100061[9674-76983:6,318-32,470 (+)
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tail length tape measure protein (CDS_0019)
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IMGVR_! U\/|G 3300029842 000320|3300029842\Ga0245273 100108[10673-76993:6,318-31,482 (+)
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tail length tape measure protein (CDS_0019) tRNA-Cys(GCA)
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integrase (CDS' 0027)
20 2122 23 24 25 26 [28 29 30

IMGVR_UViG_3300045988_173725|3300045988|Ga0495776_149206: 6,318-34,802 (+)

tail length tape measure protein (CDS_0019) integrase (£D5_0027)
15 amidase (CDS_0026)

13 14161718

%

20 2122 23 24 25 T 1 28 29

31057:6,318-33,451 (+)

=
[9)]
=
)]
m
z
on
<

E-4.

N

tail length tape measure protein (CDS_0019)
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amidase (CDS_0026)
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IMGVR_UViG_7000000188_000012|7000000188|SRS053398_LANL _scaffold_10740: 6,318-33,696 (+)
tail length tape measure protein (CDS_0019)
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IMGVR_! UVIG 3300007362 000307|33000O7362\(330104788 100130(9725-76977:6,318-32,413 (+)

%

amidase (CDS_0026)
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tail length tape measure protein (CDS_0019)
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IMGVR_ UV|G 3300045988 171432|3300045988\Ga0495776 163155:6,318-27,460 (+)
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tail length tape measure protein (CDS_0019)
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MGV- GENOME 0330430 6, 310 24,448 (+)
tail length tape
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IMGVR_UVIG_3300045988.175617|3300045988]Ga04957 76 091254: 6:310-24.448 (+)
PDC-520 WP_191968580.1 (CDS_0015)

12 13 16

tail length tape measure protein (CDS_0022)

18 amidase (CDS_0029)
17192021 23 2425 26 27 28 T 30 31

IMGVR_UVIG_3300045988_187461|3300045988|Ga0495776_186295(8612-78741: 6,310-35,290 (+)
PDC-520_ WP_191968580.1 (CDS_0015)
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IMGVR_ U\/lG 3300029749 000504|3300029749\GaO245202 1000038[89427-159068: 6,310-34,802 (+)

tail length tape measure protein (CDS_0022)

18
17 192021 23 24 25 26 27 28 29 30

PDC-520 WP_191968580.1 (CDS_0015)
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tail length tape measure protein (CDS_0022) amidase (CDS_0029)

18 integrase (CDS_0030)
17192021 23 2425 26 27 28 | 3132 33 34 35 36 37 38

MGV-GENOME-0354338: 6,310-43,901 (+)
tail length tape
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measure protein (CDS_0021)
amidase (CDS_0027)
22 23 24 25 26 | 28 29 30 3132 3334 35 36 37 38 39
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SRS055288_al_ct21743 vs1:6,318-43,110
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13 14161718 19
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IMGVR_UViG_3300045988_170962|3300045988|Ga0495776_181395:6,318-17,875 (+)
tail length tape measure protein (CDS_0019)
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IMGVR_UViG_3300045988 _171536/3300045988|Ga0495776_093703:6,318-19,592 (+)
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MGV-GENOME-0330039: 6,318-24,235 (+)

tail length tape measure protein (CDS_0019)
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— TN T
MGV-GENOME-0339841:6,310-30,576 (+)

PDC-520_WP_191968580.1 (CDS_0015)

1.

tall Iength tape measure protein (CDS_0022)

17 1920 21

L [ o
MGV-GENOME-0330730: 6,310 24,610 (+)
80
77 7879818283 tail

length tape measure protein (CDS_0084)

I . —
MGV-GENOME-0334446:51,208-61,537 (+

tail length tape m
1]
15 16 181920

)
easure protein (CDS_0021)

endolysin (CDS_0030)
22 23 2425 26 27 28 29 | 31 32
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IMGVR_UViG_3300045988_167142|3300045988|Ga0495776_179227:7,232-36,003 (+)

tail length tape m
17
15 16 181920
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MGV-GENOME-0349482: 7,232-35,772 (+)
tail length tape m
19
16 1718202122
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IMGVR_UViG_3300045988_170922|3300045988|Ga0495776_080868: 7,232-40,678 (+)

DnaB-like replicative hel
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MGV-GENOME-0303059: 6,310-16,090 (+)

easure protein (CDS_0021)
amidase (CDS_0030)

22 2425 26 27 28 29 [ 3132

easure protein (CDS_0023)
33 35
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icase (CDS_0018)
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10000 nt
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