site-specific recombination directionality factor RDF (CDS_0060)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0049) DNA methyltransferase (CDS_0053) RM_Type_ll__Type_ll_MTases_FAM_1 (CDS_0057)
48 anti-TA (APIS117) (CDS_0050) 51 52 54 55 56 58 59 61
|
‘ u U ) )}

e —
IMGVR_UViG_3300045988_067315|3300045988|Ga0495776_130420: 35,528-43,592 (+)

site-specific recombination directionality factor RDF (CDS_0059)
exonuclease DNA methyltransferase (CDS_0053) 54 56 61 62

|
P ‘ N D D e HE B B I B
| I
IMGVR_UViG_3300001528 000116|3300001528|chfelid_10000212: 35,429-43,777 (+)
RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0033) DNA methyltransferase (CDS_0034)
L

e —
uvig_487675:23,566-30,637 (+)

DNA methyltransferase (CDS_0076)
DNA methyltransferase (CDS_0074)

68 MTase_Il_00072 Type (CDS_0073) DNA methyltransferase (CDS_0075) 80 82
L N L]

uvig 349688:58,476-66,407 (+)
k 3000 nt {
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




