
MGV-GENOME-0358125: 38,595-47,597 (+)

49 50 51
single strand DNA binding protein (CDS_0052)

DNA polymerase (CDS_0053) 54 55

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0056)

57

COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0058)

Holliday junction resolvase (CDS_0059)
60 61 62

MGV-GENOME-0340250: 38,957-48,584 (+)

52 53 54 CRISPR/Cas system associated (CDS_0058)

uvig_502517: 52,250-60,969 (+)

66
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0068)

69

COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0070)

72 76

SRS019445_a1_ct20185: 39,208-48,113 (+)

54 55 56 CRISPR/Cas system associated (CDS_0057)

uvig_143819: 42,787-51,167 (+)

56 57 59

MGV-GENOME-0335467: 34,921-43,810 (+)

48 49 50

Shkoporov_2018_SRR6128061_NODE_8_length_62844_cov_16.190240: 37,330-46,453 (+)

52 MTase_II_00048 Type (CDS_0055)

MGV-GENOME-0336815: 37,445-46,993 (+)

52 55

uvig_380373: 45,912-55,016 (+)

63 MTase_II_00048 Type (CDS_0066)

IMGVR_UViG_3300045988_075964|3300045988|Ga0495776_090586: 37,530-46,077 (+)

53

uvig_313837: 51,163-60,599 (+)

63 69
MTase_II_00048 Type (CDS_0070)

CRISPR/Cas system associated (CDS_0071)

uvig_449401: 38,424-47,849 (+)

52 53 55 cysH_IV-B_1 (CDS_0056) CRISPR/Cas system associated (CDS_0057)

MGV-GENOME-0318420: 28,620-37,550 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044)
CRISPR/Cas system associated (CDS_0045)

uvig_182680: 29,832-37,831 (+)

45
MTase_II_00048 Type (CDS_0046)

CRISPR/Cas system associated (CDS_0047)

uvig_445823: 38,426-47,851 (+)

55 cysH_IV-B_1 (CDS_0056) COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0057)

IMGVR_UViG_3300045988_077091|3300045988|Ga0495776_102298: 38,962-48,328 (+)

55 cysH_IV-B_1 (CDS_0056)
COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0057)

62

MGV-GENOME-0336824: 38,962-48,328 (+)

55
phosphoadenosine phosphosulfate reductase (CDS_0056)

COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0057)

MGV-GENOME-4423822: 23,503-33,241 (+)

36 cysH_IV-B_1 (CDS_0037)
CRISPR/Cas system associated (CDS_0038)

42

MGV-GENOME-0350165: 35,906-44,921 (+)

49 5051
COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0052)

MGV-GENOME-0349835: 32,402-40,850 (+)

47 53 54 DNA repair protein

OTU_588: 38,484-48,636 (+)

55
MTase_II_00048 Type (CDS_0056)

CRISPR/Cas system associated (CDS_0057)

59 60 63
DNA repair protein (CDS_0065)

IMGVR_UViG_3300010283_000007|3300010283|Ga0129312_1000192: 37,932-48,326 (+)

50 51 52
MTase_II_00157 Type (CDS_0053)

COG1468 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0054)

58

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


