
uvig_380373: 24,257-42,194 (+)

26

hemolysin (CDS_0027)
holin (CDS_0028)
endolysin (CDS_0029)

30 31 32

DNA methyltransferase (CDS_0033)

34
ATPase (CDS_0035)

3637 38

esterase/lipase (CDS_0039)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0040)

41 42

ZorD1_00007 SWI2/SNF2 (CDS_0043)

44
45

46
47

48
49 DnaC-like helicase loader (CDS_0050)

IMGVR_UViG_3300029742_000005|3300029742|Ga0245239_100569: 24,253-34,511 (+)

32 33

uvig_313837: 24,257-47,445 (+)

31
32

33 34 3536 37 38 39 40
endolysin (CDS_0041)

42

esterase/lipase (CDS_0043)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0044)

45 46 50

IMGVR_UViG_3300045988_085530|3300045988|Ga0495776_166619: 24,256-35,673 (+)

integrase (CDS_0031)
32

33 replication initiation protein (CDS_0039)

MGV-GENOME-0348871: 24,256-33,887 (+)

31

MGV-GENOME-0340209: 24,256-35,549 (+)

31 32
33

34

uvig_539852: 24,594-35,060 (+)

32 33 39 40

MGV-GENOME-0358125: 24,594-34,880 (+)

32 33

uvig_362881: 24,256-44,062 (+)

31 32 33 34 35 36 37
MADS__mad1 (CDS_0038)

39 40
41

42

OTU_588: 24,152-31,942 (+)

25 30

MGV-GENOME-0334557: 24,157-32,018 (+)

31

MGV-GENOME-0340250: 24,061-35,216 (+)

30 31

uvig_363630: 24,256-51,527 (+)

31 32 33
ATP-dependent protease (CDS_0034)

35 36 37

REase_II_00149 Type (CDS_0038)
REase_II_00151 Type (CDS_0039)

NEase_II_00006 Type (CDS_0040)

SEFIR__bSEFIR (CDS_0041)

PDC-S07_WP_110056698.1 (CDS_0042)

43 44 45 46 47 48 49

uvig_362770: 24,256-45,992 (+)

31 32

REase_II_00149 Type (CDS_0033)
REase_II_00151 Type (CDS_0034)

NEase_II_00006 Type (CDS_0035)

SEFIR__bSEFIR (CDS_0036)

PDC-S07_WP_110056698.1 (CDS_0037)

38 39 40 41 42 43 44

uvig_143819: 24,184-39,070 (+)

24 28 30 31
excisionase (CDS_0032)

33 34 35 PDC-S32_WP_096653079.1 (CDS_0036)

uvig_502517: 24,256-49,080 (+)

31
32

33
34

35 36

CBASS__AG_E1_ThiF ThiF family (CDS_0037)

38 39 40 41
ATPase (CDS_0042)

43

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0044)

45 46
PDC-S27_WP_184132443.1 (CDS_0047)

DnaB-like replicative helicase (CDS_0054)

55

uvig_161917: 24,256-62,488 (+)

31 32 33 34 35 36

HicB-like antitoxin (CDS_0037)

38 39
40

mads_1 (CDS_0041)
integrase (CDS_0042)

43 44

ribonucleotide reductase large subunit (CDS_0045)

thioredoxin domain (CDS_0046)

47 48
tRNA-Gly(GCC)
endolysin (CDS_0049)

replication initiation protein (CDS_0050)

51
52

53

PDC-M13B_WP_002691346.1 (CDS_0054)

55

PDC-M69A_WP_216276383.1 (CDS_0056)

PDC-M69B_WP_044975269.1 (CDS_0057)

58 59 60

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC) AMR (AMRFinderPlus) tRNA


