
uvig_380373: 37,198-44,355 (+)

ZorD1_00007 SWI2/SNF2 (CDS_0043)
44 45 46 47 48 49

DnaC-like helicase loader (CDS_0050)
51 52 53

MGV-GENOME-0318420: 17,828-25,998 (+)

18 19 20 24

IMGVR_UViG_3300029742_000005|3300029742|Ga0245239_100569: 25,230-36,672 (+)

endolysin (CDS_0029) 30 31 32 33 37

IMGVR_UViG_3300045988_075964|3300045988|Ga0495776_090586: 25,241-35,938 (+)

36

MGV-GENOME-0334557: 25,241-35,938 (+)

31 36

uvig_143819: 34,297-41,233 (+)

40 replication initiation protein (CDS_0042)

MGV-GENOME-0333419: 25,252-35,597 (+)

36

uvig_539852: 27,308-37,440 (+)

32 37 39 40 retron_type_VI_hth_cluster2_1 (CDS_0045)

MGV-GENOME-0358125: 27,308-37,260 (+)

33 39 40

IMGVR_UViG_3300010283_000007|3300010283|Ga0129312_1000192: 27,480-36,819 (+)

36 37

uvig_445823: 26,971-36,023 (+)

35 37 38

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (PADLOC)


