
TemPhD_cluster_9236: 33,877-40,509 (+); 1-3,169 (+)

terminase large subunit (CDS_0001)
membrane protein (CDS_0002)

portal protein (CDS_0003)50
transcriptional regulator (CDS_0051)

HNH endonuclease (CDS_0052)

anti-termination protein Q-like (CDS_0053)

54

holin/anti-holin (CDS_0055)

endolysin (CDS_0056)
Rz-like spanin (CDS_0057)

58 59

HNH endonuclease (CDS_0060)
terminase small subunit (CDS_0061)

TemPhD_cluster_32707: 33,747-40,379 (+); 1-3,169 (+)

phosphoadenosine phosphosulfate reductase
Rz-like spanin (CDS_0054)

55 56

TemPhD_cluster_29576: 35,539-41,704 (+); 1-3,169 (+)

Rz-like spanin (CDS_0058)
59 60

TemPhD_cluster_29866: 34,014-40,722 (+); 1-3,169 (+)

47
Rz-like spanin (CDS_0054)

55 56

TemPhD_cluster_27338: 33,495-42,086 (+); 1-3,169 (+)

Rz-like spanin (CDS_0057)

58
DrmD_00013 DrmD (CDS_0059)

60

TemPhD_cluster_42316: 32,901-40,138 (+); 1-3,169 (+)

anti-termination protein Q-like (CDS_0049)
PDC-S20_WP_004742720.1 (CDS_0050)

Rz-like spanin (CDS_0054)
55 56

TemPhD_cluster_32556: 33,852-40,841 (+); 1-3,169 (+)

endolysin (CDS_0052)
Rz-like spanin (CDS_0054)

55 56

IMGVR_UViG_2636415944_000002|2636415944|2636489702|2600252-2645089: 37,919-44,836 (+)

KwaB_00004 DUF4868 (CDS_0053)

KwaA_00010 Unknown (CDS_0054)
Rz-like spanin (CDS_0058)

59 60

TemPhD_cluster_61109: 33,508-40,423 (+); 1-3,169 (+)

Rz-like spanin (CDS_0056)
57 58

TemPhD_cluster_33371: 30,270-36,850 (+); 1-1,928 (+)

transcriptional repressor (CDS_0041) 46
holin/anti-holin (CDS_0047)

endolysin (CDS_0048)

TemPhD_cluster_50337: 32,640-39,164 (+); 1-3,169 (+)

52

TemPhD_cluster_18934: 33,913-40,857 (+); 1-3,169 (+)

50

TemPhD_cluster_50365: 31,702-39,091 (+); 1-1,928 (+)

51
RM_Type_II__Type_II_MTases_FAM_36 (CDS_0052)

53 tail fiber protein/ lysozyme (CDS_0054)

IMGVR_UViG_2687453177_000006|2687453177|2687453595|4445307-4485817: 33,931-40,498 (+)

50 51 endolysin (CDS_0052)

TemPhD_cluster_25856: 32,036-40,626 (+); 1-3,169 (+)

MTase_II_00164 Type (CDS_0048) 49 53

TemPhD_cluster_27892: 32,632-39,278 (+); 1-3,169 (+)

51 52 holin (CDS_0053)
Rz-like spanin (CDS_0056)

57

TemPhD_cluster_13737: 32,550-38,967 (+); 1-3,797 (+)

454

TemPhD_cluster_33177: 31,081-38,622 (+); 1-3,169 (+)

49 50

holin (CDS_0051)
endolysin (CDS_0052)

Rz-like spanin (CDS_0053)

54

IMGVR_UViG_2541047466_000006|2541047466|2541135214: 35,754-45,260 (+)

47 48
transcriptional activator (CDS_0049)

oMTase_00018 orphan (CDS_0050) 55
holin/anti-holin (CDS_0056)

endolysin (CDS_0057) 59 60

TemPhD_cluster_14338: 31,083-41,695 (+); 1-1,928 (+)

40 MTase_II_00118 Type (CDS_0041)
anti-termination protein Q-like (CDS_0045)

46 47 48 49
holin (CDS_0050)

51 53

TemPhD_cluster_42483: 28,362-39,761 (+); 1-1,928 (+)

MTase_II_00118 Type (CDS_0039) 40

anti-termination protein Q-like (CDS_0043)
DS-21__DS-21C (CDS_0044)

45
DS-21__DS-21A (CDS_0046)

holin (CDS_0047)

holin (CDS_0048)
endolysin (CDS_0049)

TemPhD_cluster_19424: 30,640-41,017 (+); 1-3,169 (+)

anti-termination protein Q-like (CDS_0047)
DS-1__DS-1B (CDS_0048)

DS-1__DS-1A (CDS_0049)
50 51

endolysin (CDS_0052)
53 54 55

TemPhD_cluster_27726: 30,193-40,139 (+); 1-3,169 (+)

anti-termination protein Q-like (CDS_0045)
VCA0367 (CDS_0046)

VCA0368 (CDS_0047)

holin (CDS_0048)

holin (CDS_0049)
endolysin (CDS_0050)

Rz-like spanin (CDS_0051)

52 53

IMGVR_UViG_2558860441_000012|2558860441|2558889476|42865-88317: 35,437-45,451 (+)

50
anti-termination protein Q-like (CDS_0051)

52 53 54 55 56 57

TemPhD_cluster_60756: 32,431-42,449 (+); 1-3,169 (+)

47
anti-termination protein Q-like (CDS_0048)

49 50 51
holin (CDS_0052)

53 Rz-like spanin (CDS_0054)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


