tail fiber protein (CDS_0024) HNH endonuclease (CDS_0035)
holin (CDS_0027) tRNA-Ile(TAT)
21 22 23 25 26 | 28 29 3031 32 [33 34 terminase small subunit (CDS_0036)
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MGV—GENOME—0174336: 16,800-23,815 (+)
holin (CDS_0023)
25 HNH endonuclease (CDS_0032)
22 | 24[26 27 28 29 30 31 terminase small subunit (CDS_0033)
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MGV-GENOME-0161675:15,255-22,042 (+)

holin (CDS_0023)
25 HNH endonuclease (CDS_0030)
22 | 24]26 27 28 29 terminase small subunit (CDS_0031)
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MGV-GENOME-0156486:15,255-21,348 (+)

holin (CDS_0024)
endolysin (CDS_0026) HNH endonuclease (CDS_0034)

ZST 25 27 28 29 30 31 32 33 terminase small subunit (CDS_0035)
MGV-GENOME-0178801: 16,010-24,486 (+)

toxin-antitoxin system HicB-like (CDS_0025)
toxin (CDS_0024) HNH endonuclease (CDS_0035)
2223 | 26 27 28 2930 31 32 3334 terminase small subunit (CDS_0036)
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QOTU_4900: 15,235-23,606 (+)
endolysin (CDS_0025)
holin (CDS_0023) AbiLi-1 AbiLi (CDS_0026) HNH endonuclease (CDS_0032)
22 24 27 28 29 3031 T 33 34 terminase small subunit (CDS_0035)
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MGV-GENOME-0179411:15,255-24,573 (+)

HNH endonuclease (CDS_0026)
17 22 23 24 25 terminase small subunit (CDS_0027)
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MGV-GENOME-0152747:14,910-20,858 (+)

holin (CDS_0027) HNH endonuclease (CDS_0039)
24 26 | 2829 30 31 32 3334 35 36 37 38 terminase small subunit (CDS_0040)
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MGV-GENOME-4391877:16,245-26,015 (+)

holin (CDS_0027) HNH endonuclease (CDS_0037)
26 ] 28 29 30 3132 33 34 35 36 terminase small subunit (CDS_0038)
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MGV-GENOME-0185644:16,245-25,541 (+)

holin (CDS_0028) HNH endonuclease (CDS_0036)
o | | 29 30 3132 33 34 35 terminase small subunit (CDS_0037)
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MGV-GENOME-0197302: 15,942-25,112 (+)
KwaA_00002 Unknown (CDS_0028)
KwaB_00010 DUF4868 (CD3_0027)
endolysin (CDS_0025) ‘ HNH endonuclease (CDS_0032)
22 23 24 26 29 30 31 terminase small subunit (CDS_0033)
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MGV-GENOME-0177251:15,327-24,258 (+)

KwaA_00002 Unknown (CDS_0026)
KwaB_00010 DUF4868 (CDS_0025)
holin (CDS_0023) HNH endonuclease (CDS_0030)
22 24 27 28 29 terminase small subunit (CDS_0031)

\
|
5
#

MGV-GENOME 0169413 15,327-23,114 (+)

holin (CDS_0023) HNH endonuclease (CDS_0028)
22 2425 26 27 terminase small subunit (CDS_0029)
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MGV-GENOME-0157817:15,252-21,531 (+)

HNH endonuclease (CDS_0025)
22 23 24 terminase small subunit (CDS_0026)
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MGV-GENOME-0152302: 15,498-20,798 (+)

holin (@5_0028) HNH endonuclease (CDS_0033)
endolysin (CDS_0030)
27 | 29 31 32 terminase small subunit (CDS_0034)
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MGV-GENOME-0169782:17,043-23,166 (+)

terminase small subunit (CDS_0042)

KwaA_00002 Unknown (CDS_0037)
HNH endonuclease (CDS_0041)
endolysin (CDS_0025) KwaB_00010 DUF4868 (CDS_0036)
22 23 24 26 27 28 29 30 31 32 33 34 35 |
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MGV-GENOME—OZT4085: 15,327-30,489 (+)
HNH endonuclease (CDS_0037)
holin (CDS_0027) 28 29 3031 32 33 34 35 36 terminase small subunit (CDS_0038)
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endolysin (CDS_0025) HNH endonuclease (CDS_0034)
holin (CDS_0022) 23 24 26 27 28 29 30 31 32 33 terminase small subunit (CDS_0035)
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MG\/—GENOME-0176802: 15,255-24,189 (+)

HNH endonuclease (CDS_0035)
holin (CDS_0023) 24 2526 27 28 29 30 31 32 33 34 terminase small subunit (CDS_0036)
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endolysin (CDS_0025) HNH endonuclease (CDS_0030)
20 holin (CDS_0022) 23 24 26 27 2829 terminase small subunit (CDS_0031)

é#

MGV-GENOME-0167215:14,155-22,803 (+)

endolysin (CDS_0025) 28 HNH endonuclease (CDS_0038)
holin (CDS_0022) 23 24 2627] 29 30 31 32 33 34 35 3637 terminase small subunit (CDS_0039)
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MGV-GENOME-0202360: 15,256-26,089 (+)

HNH endonuclease (CDS_0031)
22 23 24 25 26 27 28 29 30 terminase small subunit (CDS_0032)
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MGV-GENOME-0167137:14,155-22,790 (+)

endolysin (CDS_0025)

22 23 24 26 27 28 terminase small subunit (CDS_0029)
S R, b S Ry W o U S S
OTU_4920: 15,492-23,526 (+)

endolysin (CDS_0025)
22 2324

N
o

terminase small subunit (CDS_0027)
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toxin-antitoxin system HicB-like (CDS_0025)
toxin (CDS_0024) PDC-S03_WP_114299349.1 (CDS_0030)

2223 [ | 26 27 28 29 terminase small subunit (CDS_0031)
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OTU_4866:15,255-23,786 (+)
transcriptional regulator (CDS_0029)
22 23 24 25 26 27 28 _terminase small subunit (CDS_0030)
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OTU_4662:15,498-24,944 (+)
toxin-antitoxin system HicB-like (CDS_0025)

toxin (CDS_0024) PDC-S03_WP_114299349.1 (CDS_0030)

2223 [ | 26 27 28 29 31 terminase small subunit (CDS_0032)
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OTU_4898:15,235-23,628 (+)
endolysin (CDS_0030)
holin (CDS_0027) 28 29 31

OTU_4759:16,793-23,735 (+)

endolysin (CDS_0027)
19 20 holin (CDS_0024) 25 26 terminase small subunit (CDS_0028)
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MGV-GENOME-0158059:14,145-21,171 (+)
6000 nt 1

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
— L]

tRNA pseudogene
I I



