
MGV-GENOME-0254578: 16,053-25,983 (+)
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MTase_II_00016 Type (CDS_0031)
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uvig_285099: 16,142-25,189 (+)

29 30 31 32 33

uvig_351942: 16,026-25,711 (+)

27 29 30 31 32 34

MGV-GENOME-0290575: 16,107-25,259 (+)

25 30 31

MGV-GENOME-0244360: 16,107-25,206 (+)

30 31

SAMN09781744_a1_ct16250: 16,126-25,380 (+)

28 30 31

SAMN09781773_a1_ct14576: 16,590-25,627 (+)

27 28 31 32 33

uvig_597520: 16,590-25,656 (+)

31 32

IMGVR_UViG_3300045988_038622|3300045988|Ga0495776_139818: 16,043-25,790 (+)

24 30 31 32 33

MGV-GENOME-0287856: 16,043-25,790 (+)

30 31 32 33

IMGVR_UViG_3300029558_000015|3300029558|Ga0245036_100517: 15,696-25,424 (+)

21 24 28 29 31 32

SAMEA2737776_b1_ct119_vs2: 15,121-25,211 (+)

19 23 26 27 28

MGV-GENOME-0257725: 16,889-26,243 (+)

32 33 34 35

MGV-GENOME-0294572: 18,476-27,846 (+)

34 35 36 37

IMGVR_UViG_3300045988_101299|3300045988|Ga0495776_186649: 18,476-27,491 (+)

tail protein 34 35

MGV-GENOME-0286307: 22,731-31,761 (+)

41 42 43

uvig_312886: 18,437-27,161 (+)

27 33 34

uvig_574440: 18,496-26,407 (+)

34 35 36

MGV-GENOME-0282204: 17,244-27,293 (+)

30 31 32 33 34

MGV-GENOME-0287869: 15,694-24,968 (+)

27 28 29 30 31

SAMN00791931_a1_ct92774_vs1: 15,694-24,968 (+)

27 28 29 30 31

IMGVR_UViG_3300045988_081080|3300045988|Ga0495776_157084: 21,028-27,876 (+)

31 32 33 34

IMGVR_UViG_3300029566_000028|3300029566|Ga0244934_100474: 19,999-26,460 (+)

34 35

uvig_323387: 19,502-25,239 (+)

32 33 34 35

IMGVR_UViG_3300045988_067066|3300045988|Ga0495776_139734: 17,152-26,548 (+)

31 32
Rha-like transcriptional regulator (CDS_0033)

34 35 36

4000 nt

tail transcription regulation unknown function defence (PADLOC)


