
IMGVR_UViG_3300045988_059214|3300045988|Ga0495776_132790: 31,667-38,334 (+)

Rha-like transcriptional regulator (CDS_0052)
53 54 55 56 57 58 59 60

exonuclease (CDS_0061)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0062)

63 64 65

MGV-GENOME-0290036: 31,667-38,093 (+)

56 57 63

SAMEA2737829_b1_ct40_vs2: 31,667-38,321 (+)

56 57 63

MGV-GENOME-0291062: 31,667-38,334 (+)

56 57

SAMEA2737776_b1_ct119_vs2: 35,999-41,250 (+)

54 56 57

uvig_574440: 32,040-38,708 (+)

transcriptional repressor
52 55 56 57

MGV-GENOME-0289181: 32,660-36,847 (+)

52 54 55

SAMN00791931_a1_ct92774_vs1: 32,660-37,966 (+)

54 55 62

uvig_231338: 31,621-38,410 (+)

54 55 56 57

IMGVR_UViG_3300045988_044937|3300045988|Ga0495776_139826: 32,660-38,898 (+)

54 55

MGV-GENOME-0290575: 32,562-39,513 (+)

56 57 58 59

MGV-GENOME-0294802: 39,570-45,345 (+); 1-1,116 (+)

166 70 71 72

uvig_65399: 37,505-43,440 (+)

62 66 67 68

SAMN09781773_a1_ct14576: 34,025-41,194 (+)

57 58 64 66 67
DNA methyltransferase (CDS_0068)

69 70 71 72

uvig_597520: 34,054-41,223 (+)

63 65

uvig_285099: 31,690-40,173 (+)

57 RecT-like ssDNA annealing protein (CDS_0058) 61 62 66

IMGVR_UViG_3300029566_000028|3300029566|Ga0244934_100474: 32,107-40,639 (+)

57 RecT-like ssDNA annealing protein (CDS_0058) 62 MTase_II_00048 Type (CDS_0065)

uvig_233426: 34,582-40,553 (+)

54 55 57
RecT-like ssDNA annealing protein (CDS_0058)

59

IMGVR_UViG_3300045988_081080|3300045988|Ga0495776_157084: 34,103-40,074 (+)

56
RecT-like ssDNA annealing protein (CDS_0057)

58

uvig_250511: 34,464-43,073 (+)

63
RecT-like ssDNA annealing protein (CDS_0064)

65 66 68 69 70

IMGVR_UViG_3300029558_000015|3300029558|Ga0245036_100517: 31,805-37,655 (+)

59
RecT-like ssDNA annealing protein (CDS_0060)

61 62

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


