
SAMN09781773_a1_ct14576: 35,690-45,056 (+)

59 60 61
exonuclease (CDS_0062)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0063)

64 65 66 67
DNA methyltransferase (CDS_0068)

69 70 71 72 73 74 tRNA-Trp(CCA) 75
nuclease (CDS_0076)

77 78

uvig_597520: 35,719-45,087 (+); 1-1,236 (+)

terminase large subunit (CDS_0001)65 66
DNA methyltransferase (CDS_0067)

68 69 70

IMGVR_UViG_3300045988_101299|3300045988|Ga0495776_186649: 36,495-44,726 (+)

65 66 67 68 70

SAMN09781744_a1_ct16250: 34,446-43,759 (+)

60 62 63
phosphoadenosine phosphosulfate reductase (CDS_0064)

65 69

uvig_574440: 35,754-45,724 (+)

63 65 66

DNA methyltransferase (CDS_0067)
DNA methyltransferase (CDS_0068)

69 70 71 MTase_II_00107 Type (CDS_0073)

uvig_308817: 40,293-47,228 (+)

70 73 74 75 76 77 78 80

IMGVR_UViG_3300045988_073788|3300045988|Ga0495776_099811: 34,505-41,246 (+)

58 66 DNA methyltransferase (CDS_0068)

MGV-GENOME-0294802: 43,492-45,345 (+); 1-7,500 (+)

1 3
DNA methyltransferase (CDS_0004)

5 6 11

SAMEA2737776_b1_ct119_vs2: 38,296-47,659 (+)

65 66
HNH endonuclease (CDS_0067)

68 69 70 73 75

uvig_351942: 33,911-44,522 (+)

56 57 64 65 66
phosphoadenosine phosphosulfate reductase (CDS_0067)

68

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0071)

72 73 anti-repressor Ant (CDS_0074)

IMGVR_UViG_3300045988_017282|3300045988|Ga0495776_132339: 34,467-44,281 (+)

63 66 67 68 69 70 71 72 Holliday junction resolvase (CDS_0073) 76

MGV-GENOME-0290036: 34,467-44,281 (+)

66 67 68 69 70 71 72 Holliday junction resolvase (CDS_0073)

IMGVR_UViG_3300045988_059214|3300045988|Ga0495776_132790: 34,467-44,522 (+)

63 66 67 68 69 70 71 72 Holliday junction resolvase (CDS_0073)

uvig_220878: 36,649-45,111 (+)

DNA methyltransferase (CDS_0066) 67 68 69 70 71
Holliday junction resolvase (CDS_0072)

74

uvig_312886: 36,170-44,646 (+)

64 65 66 67 68 69 Holliday junction resolvase (CDS_0070)

MGV-GENOME-0295412: 36,113-45,482 (+)

63 66
DNA methyltransferase (CDS_0067)

68 69 70

MGV-GENOME-0289181: 33,831-41,112 (+)

54 55 61 62 63 65

SAMN00791931_a1_ct92774_vs1: 33,831-39,878 (+)

61 62

MGV-GENOME-0298702: 39,079-46,276 (+); 1-3,961 (+)

2
restriction endonuclease (CDS_0004)

portal protein (CDS_0005)phosphoadenosine phosphosulfate reductase (CDS_0072) 73 74

uvig_385418: 36,608-45,240 (+)

65
RecT-like ssDNA annealing protein (CDS_0066)

70

DNA methyltransferase (CDS_0072)
DNA methyltransferase (CDS_0073)

74 75 anti-repressor Ant (CDS_0079)

IMGVR_UViG_3300045988_083868|3300045988|Ga0495776_015499: 36,676-45,310 (+); 1-1,230 (+)

DNA methyltransferase (CDS_0071)
DNA methyltransferase (CDS_0072)

73 74

IMGVR_UViG_3300029566_000028|3300029566|Ga0244934_100474: 35,052-40,639 (+)

62
DNA methyltransferase (CDS_0063)

MTase_II_00048 Type (CDS_0065)

uvig_250511: 37,320-46,654 (+)

65 68 69 70 71 72 73 77

IMGVR_UViG_3300029558_000015|3300029558|Ga0245036_100517: 34,661-44,112 (+); 1-1,236 (+)

64 65 66 67 68 69 70

IMGVR_UViG_3300045988_081080|3300045988|Ga0495776_157084: 37,080-44,576 (+)

RecT-like ssDNA annealing protein (CDS_0057)
58 62 63 64 65 66

4000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)

anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


