
IMGVR_UViG_7000000095_000058|7000000095|SRS018975_WUGC_scaffold_9783: 29,572-40,906 (+)

35
single strand DNA binding protein (CDS_0036)

DNA polymerase (CDS_0037)

PDC-M57A_WP_025041313.1 (CDS_0038)

39 40
Dpd__QueC (CDS_0041)

42 43 44

QueD-like  6-pyruvoyl-tetrahydropterin synthase (CDS_0045)
QueE-like  radical SAM domain (CDS_0046)

Dpd__FolE (CDS_0047)
48

queuine tRNA-ribosyltransferase (CDS_0049)

IMGVR_UViG_3300007348_000001|3300007348|Ga0104342_100119: 29,673-40,599 (+)

40 41 42

IMGVR_UViG_7000000226_000037|7000000226|SRS014578_WUGC_scaffold_66549: 29,571-40,916 (+)

41 42 43 44

IMGVR_UViG_3300028520_000015|3300028520|Ga0307842_1093: 28,165-38,167 (+)

34 35 39
PDC-M57A_WP_025041313.1 (CDS_0040)

IMGVR_UViG_3300009393_000007|3300009393|Ga0111010_1000102: 28,082-38,168 (+)

39 PDC-M57A_WP_025041313.1 (CDS_0040)

IMGVR_UViG_7000000442_000067|7000000442|SRS051791_LANL_scaffold_52433: 28,211-37,827 (+)

39

IMGVR_UViG_3300009955_000004|3300009955|Ga0133748_10004: 27,333-38,006 (+)

31 32 37 38 PDC-M57A_WP_025041313.1 (CDS_0039) queuine tRNA-ribosyltransferase

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


