
TemPhD_cluster_41422: 19,070-30,922 (+)

tail associated cell-wall hydrolase (CDS_0024)
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capH (CDS_0037)

transcriptional repressor (CDS_0038)
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TemPhD_cluster_49157: 18,998-32,532 (+)

27 28 29 transcriptional repressor (CDS_0036) 37

IMGVR_UViG_2826411779_000002|2826411779|2826411779|1057117-1101983: 18,838-31,784 (+)

27 28 Hemolysin HlyA (VF0646) (CDS_0029)

IMGVR_UViG_2826488106_000002|2826488106|2826488106|1099359-1143817: 19,062-32,141 (+)

28 29 Hemolysin HlyA (VF0646) (CDS_0030)

TemPhD_cluster_48839_: 19,062-31,107 (+)

28 integrase (CDS_0029)
excisionase (CDS_0030)

31

TemPhD_cluster_58406: 19,056-38,356 (+)

28 29 30 31 mads_8 (CDS_0032) 33
SspA_00001 SspA (CDS_0034)

NifU-like Fe-S cluster assembly protein (CDS_0035)

36

TemPhD_cluster_23215: 19,055-38,664 (+)

28 29 30 31 32 mads_8 (CDS_0033) 34
SspA_00001 SspA (CDS_0035)

NifU-like Fe-S cluster assembly protein (CDS_0036)

37

IMGVR_UViG_2744054637_000001|2744054637|2744075673|16717-62133: 19,056-33,500 (+)
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Hemolysin HlyA (VF0646) (CDS_0034)

FS_Sma__Sma (CDS_0036)

IMGVR_UViG_2562617089_000003|2562617089|2562625107|11313-55870: 18,838-33,175 (+)

27 28
29

30 31 Hemolysin HlyA (VF0646) (CDS_0032)

TemPhD_cluster_41394: 18,837-31,374 (+)

26 27
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IMGVR_UViG_2571042589_000001|2571042589|2571131254|327552-372878: 19,062-32,629 (+)

28 29 30 31 Hemolysin HlyA (VF0646) (CDS_0032)

TemPhD_cluster_19328: 19,062-31,414 (+)

28 29

IMGVR_UViG_2588253774_000003|2588253774|2588272061|153625-197313: 18,832-30,516 (+)

Exfoliative toxin (VF0009) (CDS_0027)
excisionase (CDS_0029)

Tha (CDS_0030)
31

TemPhD_cluster_41296: 19,056-30,161 (+)

Exfoliative toxin (VF0009) (CDS_0028)

TemPhD_cluster_49070_: 18,832-29,938 (+)

Exfoliative toxin (VF0009) (CDS_0027)
29

TemPhD_cluster_49063_: 18,832-30,705 (+)

endolysin (CDS_0026)
endolysin (CDS_0027)

Exfoliative toxin (VF0009) (CDS_0028)
excisionase (CDS_0030)

Tha (CDS_0031)

IMGVR_UViG_2563367108_000001|2563367108|2563429079|487351-529793: 18,838-31,572 (+)

27 28 29 30 FS_Sma__Sma (CDS_0031)

IMGVR_UViG_2671180287_000002|2671180287|2671208189|537913-582245: 18,400-32,322 (+)

21
22

holin (CDS_0026)
endolysin (CDS_0027) 28 29 Hemolysin HlyA (VF0646) (CDS_0030)

TemPhD_cluster_41413: 18,649-30,528 (+)

holin (CDS_0026)
endolysin (CDS_0027) 28

TemPhD_cluster_48781_: 18,397-30,858 (+)

holin (CDS_0026) endolysin (CDS_0027) 28

TemPhD_cluster_16311: 18,620-31,812 (+)

endolysin (CDS_0027)
endolysin (CDS_0028)

29 30

7000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB)


