66 67 68 6970717273 74 75 76

I (N N S N E—
uvig 377230: 39,213-43,040 (+)
130
129 | 131 132 133

— E———
MGV-GENOME-0348912:72,490-75,976 (+)
6566 67 68 69

I ——
uvig_339761:35,553-38,672 (+)

114
113 | 115 116

MGV-GENOME-0347509:41-2,751 (-)

3 2 1

—
MGV-GENOME-034 5164 3 3,135 (-)

7071 72

————
uvig 325817:42,453-45245 (+)
4 3 2 1

MGV-GENOME-0345208:8-3,977 (-)
119
118 | 120121 122

123 124 125

N N I N —
MGV-GENOME-0342313:63,471-67,830 (+)
121 122 123

;
!

:61,011-63,339 (+)
116 118 121 124 126
115 [ 117 [ 119 120] 122 123 [125] 127

c
<.
7
v
~N
&)
©
oy
s
o

———
MGV-GENOME-0343345: 63,327-68,887 (+)

15 1413 12 11 0 9 87 6 5 4 3 2 1

MGV-GENOME-0351616:53-6,505 (-)

HNH endonuclease (CDS_0137) 145 147 152
139140 144 | 146 | 148 149 150151] 153
S N I I S _—
MGV-GENOME-0347340: 68,522-73,632 (+)
1211 10 9 8 7 6 5432 1

I I N I
MGV-GENOME-0340258:81-5,359 (-)
149 151 154 156
148 [ 150 [ 152 153 155 [157158

— ————— —
MGV-GENOME-0357609:81,653-86,770 (+)
135 136 137 138 139 140 141142 143

I I N [ N — —
MGV-GENOME-0345320: 65,926-71,190 (+)
67 68 69 70 71 72 73 74 75 76

I E—— ——
uvig 422295:38,016-43,207 (+)
6 5 4 321

I N e e A
uvig_390588:28-3,790 (-)

77 78 79 8081 82 83 84 85 86 87 88 89 90 91

I [ N
uvig 326020:43,408-50,365 (+)
1817 16 15 14 1312 11 109 8 7 6 5 4 321

I E—— ——
MGV-GENOME-0352103:21-7,776 (-)
1514 13 12 10 9 8 7 6 543 2 1

I | —
uvig_18664:1-6,025 (-)
24 12
3231 30 29 2827 26 25 | 2322 21 2019181716 15 14 13 [11 10 9 8 7 6 54 3 21

— ————
MGV-GENOME-0349565: ,209 (-)

19
2726 25 24 2322 21 20 T1817 16 1514131211 10 9 8 76 5 4 3 2 1

— ———
MGV-GENOME-0349763:2-9,248 (-)

tRNA splicing ligase (CDS_0170)
147 149 152 154 159 162 164 166 169
140 141 142 143144 145 146 [148] 150 151 | 153 155156 157 158 [160 161 | 163 | 165 [167168 | 171 172 173

!
I I
#

MGV-GENOME-0352507: 68,594-80,638 (+)
1716 15 14 13 12 11 1098 7 6 5 4321

MGV-GENOME-0351481:136-6,509 (-)

12
353433 32 31 30 29 2827 26 2524 23 22 212019181716 15 14 13 [11109 8 7 6 54 3 2 1

MGV-GENOME-0349314:1-11,256 (-)
tRNA splicing ligase (CDS_0181)
148 153 156 166 170 173 175 177 180
147 T 149 150 151 152 [154 155 [157 158 159 160161 162 163 164 165 | 167 168 169[171 172 | 174 | 176 [178179 | 182

!
é
:

MGV-GENOME-0355329: 71,426-84,575 (+)
148 153 156 166
147 T 149 150 151 152 [154 155 [157 158 159 160161 162 163 164 165 | 167 168

MGV-GENOME-0352135:71,426-80,179 (+)
23
3231 30 29 28 27 2625 24 T22 21 20 19 18 17 161514 13 12 1110 9 8 76 54 3 2 1

MGV-GENOME-0351704: 55-11,237 (-)
136
135 139 142 146 150 152
125 126 127 128129 130 131132 133 134 | 137138 [140141 |143144 145 |147148149 | 151 | 153154

MGV-GENOME-0348665: 65,553-75,562 (+)
69 7071 72 73

T . R ——
uvig_241943:39,148-42,366 (+)
17
29 28 27 26 25 24 232221 20 19L8T16 15 14 13 12 11 109 87 6 5 4 3 2 1
— — N ————— — ‘" [—§} ——————— — " — " — [ ] ]
MGV-GENOME-0346398:2-10,806 (-)
22 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4321

MGV-GENOME-0353605:2-8,129 (-)
1

I N -
MGV-GENOME-0338204:3-2,392 ()
146 148 151
143 144 145 [147] 149 150] 152 153

!

I

1<l
|
|

uvig 33612: 68,858-74,312 (+)
146 148 151
143 144 145 [147] 149 150 152

MGV-GENOME-0348074: 68,858-73,768 (+)
9 8 7 654 3 21

MGV-GENOME-0347221:86-4,691 (-)
9 8 7 6 5 432 1

I
uvig_588061:288-5, 120( )
host RecBCD nuclease inhibitor (CDS_0016)
191817T 15 14 13 12 11109 8 7 6 54 3 2 1

MGV- GENOME 0346188 6- 6829( )
69 70 71 72 7374 75 76 77

uvig 575317:39,382-44,982 (+)
10 9 8 7 6543 2 1

e — — —
uvig_587224:2-5,747 (-)

5000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function




