
MGV-GENOME-0364463: 83,730-93,123 (+)

182 183 184
185

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0186)

187
Rnase H (CDS_0188)

189 190 191
endolysin (CDS_0192)

193 194 195

MGV-GENOME-0348912: 5,270-16,079 (-)

PDC-M69A_WP_216276383.1 (CDS_0015)16171819
Rnase H (CDS_0020)

21

MGV-GENOME-0352135: 3,272-14,183 (-)

813141516

MGV-GENOME-0346735: 58,601-69,511 (+)

124
125

126 127

MGV-GENOME-0357609: 17,717-28,896 (-)

2122
23

2425

SAMN03418272_a1_ct28884_vs1: 17,965-30,410 (-)

22
anti-CRISPR-Cas (AcrVA1) (CDS_0023)

242526

MGV-GENOME-0344525: 3,306-14,460 (-)

13141516

uvig_112727: 19,529-28,990 (-)

23
Rnase H (CDS_0024)

2526

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0027)
retron_type_VI_hth_cluster2_1 (CDS_0032)

uvig_52638: 19,175-28,627 (-)

23
Rnase H (CDS_0024)

2526

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0027)

31

MGV-GENOME-0342599: 3,966-15,472 (-)

1516171819202124
Rnase H (CDS_0025)

MGV-GENOME-0342030: 52,637-64,143 (+)

116117
118

119
120

121
122

SAMN09781685_a1_ct27533_vs1: 24,691-36,084 (-)

212324252627

MGV-GENOME-0345050: 57,266-68,335 (+)

116 117
118

119

uvig_132203: 19,025-31,462 (-)

16192023242526
27

2829

MGV-GENOME-0361967: 5,095-14,645 (-)

141516171820
Rnase H (CDS_0021)

uvig_226761: 4,407-15,184 (-)

1617181920

MGV-GENOME-0352103: 65,249-76,413 (+)

147148
149

150
151

152
153

uvig_467021: 18,854-29,990 (-)

18192324252627

MGV-GENOME-0349070: 53,134-64,330 (+)

112113
114

115116
117

118

MGV-GENOME-0346052: 25,729-34,073 (-)

2425

uvig_372763: 18,561-28,340 (-)

23
Rnase H (CDS_0024)

MGV-GENOME-0337290: 19,921-28,294 (-)

23
Rnase H (CDS_0024)

MGV-GENOME-0342313: 4,437-14,835 (-)

14151619
HEase_00016 homing (CDS_0021)

MGV-GENOME-0359243: 2-4,249 (-)

1

MGV-GENOME-0369388: 78,193-82,443 (+)

179

MGV-GENOME-0349763: 60,275-72,988 (+)

anti-SOS response (APIS178) (CDS_0141)

143
144

145

PDC-M64B_WP_134248284.1 (CDS_0146)

147
148

MGV-GENOME-0345164: 54,162-66,875 (+)

119
120

121

PDC-M64B_WP_134248284.1 (CDS_0122)
123

124

MGV-GENOME-0349219: 24,506-37,679 (-)

23242526
27

2829

anti-SOS response (APIS178) (CDS_0030)

32

MGV-GENOME-0349565: 60,885-73,403 (+)

151
152

153

PDC-M64B_WP_134248284.1 (CDS_0154)
155

156

MGV-GENOME-0345992: 4,540-15,539 (-)

15162223

MGV-GENOME-0346059: 4,604-15,603 (-)

1516

MGV-GENOME-0367972: 87,048-100,901 (+)

191 192 193
194

195 196
197

198 199 200 201 202 203 204

uvig_386818: 79,442-90,830 (+)

159 160 161
162

163 164
165

166 167 168 169 170

MGV-GENOME-0379539: 1-22,746 (-)

terminase large subunit (CDS_0001)

2
tail protein (CDS_0003)

4567891011121314151617

MGV-GENOME-0362677: 84,980-93,489 (+)

181 182 183
184

185 186
187

188 mads_1 (CDS_0189)

uvig_331696: 86,323-100,153 (+)

183 184 185
186

187 188
189

190
191

192 193 194 195 196 197

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


