integrase (CDS_0037)
38 39 40 41 42 43 444546 47 48 49 HNH endonuclease (CDS_0050)

I NN N - e rerert el —————— J
IMGVR_UViG_3300007206_000096|3300007206|Ga0103276_1000065:29,195-35,183 (+)
3940 41

L el B e e e e
IMGVR_UVIG_3300019475_000060|3300019475|Ga0197718_100007: 29,460-31,717 (+)
capH (CDS_0040)
FS_Sma_Sma (CDS_0038) 39 4142 43 HNH endonuclease

— e
SRS098824 al ct24746_vs1:30,549-36,679 (+)
capH (CDS_0029)
27 28 3031 32 34 35

e E— N I — 1
MGV-GENOME-0253437:22,938-28,773 (+)

endolysin (CDS_0022) capH (CDS_0029)
19 20 21 23 24 excisionase (CDS_0025) 27 28 3031 32 33 34

[ 1 — — T —— ¢ ————§ W | & |
uvig_312607:18,089-29,307 (+)

capH (CDS_0031)
29 30 32 33 35

e N SR S S S —
SAMNO0990302_al ct18916 vs1:24,334-29,679 (+)

endolysin (CDS_0023) capH (CDS_0030)
21 22 24 25 28 29 31323334

I ——§ — -
MGV-GENOME-0242304: 19,169-28,112 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0037)
capH (CDS_0039)
36 38 40 41 42 44 45 46

I BN NN S DN S S S E— .
IMGVR_UViG_3300007997_000188|3300007997|Ga0111053_100033|31600-73015: 26,714-33,549 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0032)
PDC-513 WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028) capH (CDS_0034)
25 26 27 \ 31 33 3536 37

[ __ [ — I I S D B N ———
IMGVR_UViG_7000000469_000011|7000000469|SRS015440_ WUGC scaffold_27516:21,321-31,473 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0031)
PDC-M69A_WP_216276383.1 (CDS_0034)
26 27 28 30 | 32 33 [3 36

—— —— S EEE I S S — .
IMGVR_UViG_3300045988_113610|3300045988|Ga0495776_185316:21,308-31,156 (+)

antitoxin mazE-like (CDS_0028)
22 AbiD__AbiD (CDS_0027) 29 30 31 3233 34

e e s R
SRS019591 al ct21817_vs01: 17,887-30,478 (+)

IMGVR_UViG_3300045988_086397|3300045988|Ga0495776_126311:19,543-29,409 (+)
PDC-M69A_ WP_216276383.1 (CDS_0038)
metallo-protease (CDS_OO3<T
FS_Sma__Sma (CDS_0035) capH (CDS_0037) 39

SRS143036_a1 ct7815 vs01:29,785-35,812 (+)
PDC-M69A_ WP_216276383.1 (CDS_0024)
metallo-protease (CDS_0022)
FS_Sma_ Sma (CDS_0021) “capH (CDS_0023) 2728

I S S E——
MGV-GENOME-0228937:18,725-25,277 (+)

PDC-M69A_WP_216276383.1 (CDS_0034)
capH (CDS_0033)
FS_Sma_Sma (CDS_0031) 32 | 35

IMGVR_UViG_3300008083_000041|3300008083|Ga0105970_100069|57464-96300: 21,475-30,281 (+)
PDC-M69A_WP_216276383.1 (CDS_0032)

AbiD__AbiD (CDS_0026) metallo-protease (cos_ooscT
24 27 FS_Sma_Sma (CDS_0029) capH (CDS 0031) 33

IMGVR_UViG_3300007294_000005|3300007294|Ga0104789_100118:19,565-29,899 (+)

minor tail protein (CDS_0016) capH (CDS_0023)
minor tail protein (CDS_0015) central tail fiber J (CDS_0017) 19 21 22 24 25 28 29
Y — S e e — L | L 1 8 ¢ ;& |}

MGV-GENOME-0283814:12,273-26,453 (+)
metallo-protease (CDS_0050)
48 49 51 52

S N—
uvig_ 376144 37,321-42,982 (+)

metallo-protease (CDS_0038)
36 37 39 40

MGV-GENOME-0282959:27,898-33,404 (+)
metallo-protease (CDS_0032)
30 31 88 34

N S
IMGVR_UViG_3300045988 111575|3300045988\Ga0495776 021589:19,540-28,262 (+)
metallo-protease (CDS_0032)
25 26 28 30 31 33 34

uvig 578112:21,071-29,220 (+)
metallo-protease (CDS_0022)
15 20 21 23 24 25 26

MGV-GENOME-0225231 11,908-23,524 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0028)
metallo-protease (CDS_0034)
29 30 32 33 35 36 37 38 41 42

— I ——
uvig_396709:22,345-33,513 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0032)

el L

endolysin (CDS_0023) AbiD__AbiD (CDS_0030)  metallo-protease (CDS_0034)
24 26 27 AbiD (CDS_0029) 31 | 33 35 36 37 38

I N— I ., I
IMGVR_UViG_3300045988_111264|3300045988|Ga0495776_114144:19,169-33459 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0030)
AbiD__AbiD (CDS_0028)
AbiD (CDS_0027) 29 31 32 33 34 35 36

OTU_2603:17,878-31,231 (+)
beta-lactamase-inhibitor protein BLIP (CDS_0034)
AbiD__AbiD (CDS_0032)
27 28 29 AbiD (CDS_0031) 33 35 36 37 38 39 40

— D N Eimmm—m—w S E— N E—
IMGVR_UViG_2675903242_000001(2675903242|2675948961|371655-412914:21,209-33,468 (+)
HNH endonuclease (CDS_0035)
29 30 136

L] N _—
SRS078677_al ct233573 vs1:23,184-25,732 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) AMR (AMRFinderPlus) tRNA tmRNA pseudogene
I




