
uvig_578112: 30,289-38,524 (+)

Lar anti-RM (APIS033) (CDS_0042)
43

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)

45 46

nucleoside 2-deoxyribosyltransferase (CDS_0047)

48

MTase_II_00074 Type (CDS_0049)

50
DNA methyltransferase (CDS_0051)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0052)

53 54 55 56 57 58 59 60
HNH endonuclease (CDS_0061)

62

IMGVR_UViG_7000000190_000018|7000000190|SRS018337_Baylor_scaffold_17350: 29,451-36,637 (+)

DNA methyltransferase (CDS_0047)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0048)

IMGVR_UViG_3300045988_113610|3300045988|Ga0495776_185316: 32,556-40,106 (+)

54
DNA methyltransferase (CDS_0055)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0056)

57 58 61

SAMN00990302_a1_ct18916_vs1: 31,082-37,959 (+)

DNA methyltransferase (CDS_0049)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0050)

51 52

MGV-GENOME-0225231: 24,924-32,433 (+)

DNA methyltransferase (CDS_0041)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0042)

43 44

uvig_358020: 36,227-43,561 (+)

61
DNA methyltransferase (CDS_0062)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0063)

64 65 66

IMGVR_UViG_3300019475_000060|3300019475|Ga0197718_100007: 32,050-39,432 (+)

47 49 50 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0055) 56 57

MGV-GENOME-0253437: 29,848-37,326 (+)

49
MTase_II_00074 Type (CDS_0050)

DNA methyltransferase (CDS_0051)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0052)

MGV-GENOME-0228937: 26,352-33,106 (+)

42
DNA methyltransferase (CDS_0043)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0044)

MGV-GENOME-0282959: 34,810-42,819 (+)

DNA methyltransferase (CDS_0057)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0058)

59 60 62

IMGVR_UViG_3300008481_000268|3300008481|Ga0115177_1000284|114-37933: 31,162-37,818 (+)

52 53 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0054)

MGV-GENOME-0242304: 29,715-35,544 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0051)
53 54

IMGVR_UViG_3300007206_000096|3300007206|Ga0103276_1000065: 36,252-43,415 (+)

58

MTase_II_00074 Type (CDS_0059)

60
DNA methyltransferase (CDS_0061)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0062)

IMGVR_UViG_7000000615_000017|7000000615|SRS019591_WUGC_scaffold_21860: 29,466-36,840 (+)

49

MTase_II_00074 Type (CDS_0050)

51
DNA methyltransferase (CDS_0052)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0053)

OTU_2603: 32,631-38,424 (+)

54 55 56

uvig_396709: 34,582-41,191 (+)

55 56 57

IMGVR_UViG_3300045988_111575|3300045988|Ga0495776_021589: 28,932-36,130 (+)

44 48 49 50

MGV-GENOME-0247520: 27,102-35,144 (+)

40 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0046) 47 48

MGV-GENOME-0283814: 27,117-34,851 (+)

42 43 44 45

SRS078677_a1_ct233573_vs1: 25,893-32,597 (+)

44
MTase_II_00157 Type (CDS_0045)

46

uvig_376144: 43,652-51,535 (+)

67

MTase_II_00074 Type (CDS_0068)
protease (CDS_0069)

70 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0071)

IMGVR_UViG_7000000469_000011|7000000469|SRS015440_WUGC_scaffold_27516: 33,064-39,338 (+)

53 DNA methyltransferase (CDS_0055) 58 59

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


