excisionase (CDS_0026)

minor tail protein (CDS_0017) tRNA-Undet(NNN)
minor tail protein (CDS_0016) endolysin (CDS_0023) | integrase (CDS_0027)

| centraltail fiber J(CDS_0018) 19 20 2122 | 24 25

| 282930 3132 33

| N A A NS M D SN N B
IMGVR_UViG_3300045988 086397|3300045988|Ga0495776_126311:12,283-27,137 (+)
excisionase (CDS_0027)
endolysin (CDS_0024) metallo-protease (CDS_0032)
23 [ 25 26 | 28 31 | 33 34

I R S S BN — — . -
IMGVR_UViG_3300045988_111575|3300045988|Ga0495776_021589:12,273-27,314 (+)

endolysin (CDS_0023)
22 [ 24

S N — -
SRS098824 _al ct24746_vs1:12,279-21,630 (+)

endolysin (CDS_0023)
22 [ 24

|
MGV-GENOME-0253437:12,273-24,101 (+)
endolysin (CDS_0023)
20 22 [ 24

Y A
MGV-GENOME-0282959: 12,283-21,450 (+)
endolysin (CDS_0023)
22 | 2425 excisionase (CDS_0026)

e~~~ h T ——
MGV-GENOME-0242304: 12,273-23,721 (+)
endolysin (CDS_0023)
22 [ 24

e —————————————————— | I
SRS143036_al _ct7815 vs01: 12,273-21,824 (+)
endolysin (CDS_0023)
22 [ 24

I B .
IMGVR_UViG_3300008481_000268|3300008481|Ga0115177_1000284|114-37933: 12,274-21,446 (+)
endolysin (CDS_0023)

AbiD__AbiD (CDS_0026)
22 | 24 27
I, bg)

- 0 S
IMGVR_UViG_3300007294_000005|3300007294|Ga0104789_100118:12,297-25,035 (+)
PDC-M69A_WP_216276383.1 (CDS_0030)
endolysin (CDS_0023) FS_Sma__Sma (CDS_0027)
22 | 24 capH (CDS_0029)
T ———————————— T T erererer e OV B e e
IMGVR_UViG_7000000190_000018|7000000190|SRS018337_Baylor_scaffold_17350:12,303-26,675 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0028)
excisionase (CDS_0026)
endolysin (cos,oozﬂ’ ‘
22 [ 24 25 29 30

S E— I B DI e S | —
uvig_396709:12,273-27,408 (+)

22 23 24

uvig_354657: 12,280-25,518 (+)
endolysin (CDS_0023)
22 [ 24 26 27

g

- L]
IMGVR_UViG_3300045988_111264|3300045988|Ga0495776_114144:12,273-25,222 (+)

endolysin (CDS_0023)
22 [ 24

I BN —
OTU_2603:12,273-22,994 (+)
endolysin (CDS_0023)
22 [ 24 27 28 29

T I B N N E—
IMGVR_UViG_2675903242_000001|2675903242|2675948961|371655-412914:12,274-25,232 (+)

endolysin (CDS_0023)

22 [ 24 2627 28

I I D B N N ——
IMGVR_UViG_3300045988_113610|3300045988|Ga0495776_185316:12,289-25,467 (+)
PDC-M59B_WP_004346377.1 (CDS_0026)
PDC-M59A_WP_007563582.1 (CDS_0027)
capH (CDS_0030)
22 23 24 T 3132

MGV-GENOME-4411208: 12,274-25,840 (+)
PD-T4-9_PD-T4-9_C (CDS_0028)
endolysin (CDS_0023)
QT 24 26 27 PDC-513_WP_186842295.1 (CDS_0029)

e ——— S S BN SR SN E—
IMGVR_UViG_7000000469_000011|7000000469|SRS015440_ WUGC _scaffold_27516:13,278-25,801 (+)

endolysin (CDS_0023)
22 | 24 2627 PD-T4-9_PD-T4-9_C (CDS_0028)

I . N N —
IMGVR_UViG_3300008083_000041|3300008083|Ga0105970_100069|57464-96300: 12,283-25,417 (+)
PDC-513_WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028)
capH (CDS_0030) 33
26 27 | T 3132[3¢ 35

— ——— — T T KN e ]
IMGVR_UViG_3300008483_000010|3300008483|Ga0105906_1000114: 13,278-29,338 (+)
PDC-513 WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028)

capH (CDS_0030) 33
26 27 | T 3132[34
— Yy v W, By S, Sy W15 S

IMGVR_UViG_3300007997_000188|3300007997|Ga0111053_100033|31600-73015: 13,278-27.877 (+)
PDC-513 WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C(CDS_0028)
T capH (CDS_0030) 33
26 27 | 313234 35 36

IMGVR_UViG_3300008745_000074|3300008745|Ga0115673_1000168: 13,278-30,859 (+)
PDC-S13_WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028)
capH (CDS_0030) 33 Hpt (VF0264) (CDS_0036)
262T | T s132[34 35 37

IMGVR_UVIG. 3300008695 000181/3300008695|GaO113557 10023114806 49585: 13.278-3L,241 (+)
PDC-S13 WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028)
capH (CDS_0030) 33 Hpt (VF0264) (CDS_0036)
26§T | T 3132]34 35 37 38 39 40 41

IMGVR_UViG_3300008695_000106|3300008695/Ga0113557_100231: 13,278-36,134 (+)
PDC-S13 WP_186842295.1 (CDS_0029)
PD-T4-9_PD-T4-9_C (CDS_0028)
capH (CDS 0030) 33 Hpt (VF0264) (CDS_0036)
262JT | T 3132] 34 35 37 38 39 40 41 42 43 44 45

é

uvig 376144:13,272-42,034 (+)

10000 nt i
integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA tmRNA pseudogene
N — L] I




