
MGV-GENOME-0243803: 15,008-24,546 (+)

portal protein
13 14 15 16 17 18 19 20 21 22 23 24 25

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0026)
anti-TA (APIS117) (CDS_0027)

MGV-GENOME-0245197: 15,005-24,712 (+)

18 20

MGV-GENOME-0238851: 13,792-25,832 (+)

portal protein (CDS_0012) 17 18 19 20 DNA helicase (CDS_0026)

MGV-GENOME-0234320: 13,792-25,479 (+)

17 18

MGV-GENOME-0240278: 13,744-23,661 (+)

17

MGV-GENOME-0238176: 13,794-22,799 (+)

17 18 21

MGV-GENOME-0242733: 14,157-24,324 (+)

17 18 19 20

MGV-GENOME-0238654: 14,193-23,210 (+)

17 18

MGV-GENOME-0238924: 13,768-23,511 (+)

17

MGV-GENOME-0235666: 13,729-24,133 (+)

17 18

MGV-GENOME-0248072: 14,191-24,165 (+)

17 18

MGV-GENOME-0247349: 13,807-24,199 (+)

17

MGV-GENOME-0241134: 13,771-23,782 (+)

17 18

MGV-GENOME-0241584: 13,786-23,890 (+)

17 18

MGV-GENOME-0237703: 13,795-23,813 (+)

17 18

SRS016203_a1_ct58228_vs1: 13,840-24,101 (+)

17 18 19

MGV-GENOME-0249230: 14,221-24,300 (+)

17 18 19

MGV-GENOME-0243235: 14,110-26,957 (+)

17 18 19
MTase_II_00074 Type (CDS_0020)

21

MGV-GENOME-0246872: 13,744-24,299 (+)

17 18 19 21

MGV-GENOME-0243236: 11,236-23,243 (+)

9 10 11 16

MGV-GENOME-0244736: 13,746-25,793 (+)

17 18 19 20
oMTase_00015 orphan (CDS_0021)

22

MGV-GENOME-0248598: 11,134-22,738 (+)

11 16 17 18 19 20

MGV-GENOME-0220055: 11,179-22,530 (+)

16 17 18 20

MGV-GENOME-0245692: 11,122-22,428 (+)

16 17 18 19

MGV-GENOME-0246502: 11,140-22,416 (+)

10 16 17 18 19

MGV-GENOME-0244136: 11,140-21,973 (+)

16 17

MGV-GENOME-0245080: 11,122-21,699 (+)

16 17

MGV-GENOME-0251339: 11,134-22,502 (+)

16 17 18 19

MGV-GENOME-0244809: 11,164-22,582 (+)

16 17 18

MGV-GENOME-0245022: 11,131-21,853 (+)

16 17 18 19

MGV-GENOME-0240185: 11,158-22,049 (+)

16 17 18 19

MGV-GENOME-0240968: 11,185-22,661 (+)

16 17 18 19 20

MGV-GENOME-0245056: 11,137-22,116 (+)

16 17 18

MGV-GENOME-0248554: 14,161-22,711 (+)

17 18 19 20

MGV-GENOME-0248429: 14,281-22,834 (+)

17 18 19 20

MGV-GENOME-0215450: 14,161-22,731 (+)

17 18 19 20

MGV-GENOME-0217434: 14,095-22,483 (+)

17 18 19

MGV-GENOME-0248818: 14,137-22,799 (+)

17 18 19 20

MGV-GENOME-0248086: 13,798-22,647 (+)

17 18 19 20 21

MGV-GENOME-0211750: 14,109-22,491 (+)

17 18 19

MGV-GENOME-0245604: 13,765-22,262 (+)

17 18 19 20

MGV-GENOME-0239106: 13,768-22,118 (+)

17 18

MGV-GENOME-0239315: 13,747-22,054 (+)

17 18

MGV-GENOME-0242141: 13,213-21,559 (+)

17 18 19

MGV-GENOME-0243171: 13,768-22,430 (+)

17 18

MGV-GENOME-0245314: 13,799-22,347 (+)

17 18

MGV-GENOME-0243317: 13,768-22,383 (+)

17

MGV-GENOME-0204177: 5,979-15,083 (+)

12 13 14 15

MGV-GENOME-0247429: 14,143-22,860 (+)

17 18 19

MGV-GENOME-0244777: 13,753-22,396 (+)

17

MGV-GENOME-0239720: 13,744-21,974 (+)

17 18

MGV-GENOME-0244456: 13,723-22,166 (+)

17 18 19

MGV-GENOME-0243560: 13,744-22,388 (+)

17 18

uvig_266324: 14,146-22,524 (+)

17 18

MGV-GENOME-0246142: 13,762-22,363 (+)

17

MGV-GENOME-0245152: 14,286-22,500 (+)

17 18

MGV-GENOME-0248334: 14,203-22,680 (+)

17 18 19 20

MGV-GENOME-0240077: 14,152-22,561 (+)

17 18 19 20

MGV-GENOME-0246571: 14,197-22,599 (+)

17 18 19 20

MGV-GENOME-0247181: 14,260-22,646 (+)

17 18 19

MGV-GENOME-0246768: 14,098-22,872 (+)

17 18 19 20

MGV-GENOME-0246597: 14,217-22,613 (+)

17 18 19

OTU_2935: 13,877-22,608 (+)

17 18 19

MGV-GENOME-0255327: 15,014-24,438 (+)

17
dUTPase (CDS_0018)

19 20 21

MGV-GENOME-0249844: 14,227-22,999 (+)

17 18 19 20

MGV-GENOME-0246934: 13,756-22,563 (+)

17 18 19 20

MGV-GENOME-0247473: 13,872-22,495 (+)

17 18 19

MGV-GENOME-0244200: 13,798-22,124 (+)

17 18 19 20

MGV-GENOME-0249466: 14,339-22,885 (+)

17 18 19 20

MGV-GENOME-0248828: 14,214-22,760 (+)

17 18 19

SAMN11893726_a1_ct67811: 14,188-22,742 (+)

17 18 19

MGV-GENOME-0219706: 9,645-18,047 (+)

13 14 15 16

MGV-GENOME-0246318: 14,128-23,107 (+)

17 18 19 20

MGV-GENOME-0245795: 14,176-22,648 (+)

17 18 19

MGV-GENOME-0247029: 13,800-22,424 (+)

17 18 19

MGV-GENOME-0243014: 13,789-22,384 (+)

17 18

MGV-GENOME-0243190: 13,771-21,980 (+)

17 18 19

MGV-GENOME-0240793: 13,798-21,664 (+)

17

MGV-GENOME-0244517: 13,843-24,206 (+)

17 18 19 20

MGV-GENOME-0245614: 13,784-24,196 (+)

17 18 19 20 21

MGV-GENOME-0245960: 13,814-24,370 (+)

17 18

MGV-GENOME-0242906: 13,786-22,167 (+)

17 18 19 20

MGV-GENOME-0243395: 13,709-22,464 (+)

17 18 19

MGV-GENOME-0247482: 13,741-22,464 (+)

17 18 19 20

MGV-GENOME-0244369: 14,156-22,536 (+)

17 18 19

MGV-GENOME-0248714: 12,532-21,446 (+)

15 16 17 18

MGV-GENOME-0216479: 8,403-17,126 (+)

14 15 16

MGV-GENOME-0245133: 13,780-22,506 (+)

17 18

MGV-GENOME-0240177: 13,741-22,464 (+)

17 18 19 20

MGV-GENOME-0243218: 13,744-22,318 (+)

17 18

MGV-GENOME-0245761: 13,852-22,421 (+)

17 18 19

MGV-GENOME-0243354: 13,731-22,011 (+)

17 18

OTU_2977: 13,789-22,468 (+)

17 18 19

MGV-GENOME-0246626: 13,732-22,365 (+)

17 18

MGV-GENOME-0248257: 14,107-22,755 (+)

17 18

MGV-GENOME-0243676: 13,732-22,598 (+)

17 18 19

MGV-GENOME-0246094: 13,787-22,520 (+)

17 18 19 20

MGV-GENOME-0246982: 13,726-22,324 (+)

17 18 19

MGV-GENOME-0241494: 13,789-22,558 (+)

17 18 19 20

MGV-GENOME-0216772: 13,840-24,501 (+)

17 18 19 DNA helicase (CDS_0023) 24 25 26 27

5000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC) anti-defence (dbAPIS)


