Gp2.5-like ssDNA blndlng protein and ssDNA annealing protein (CDS_0026) 38
exonuclease (CDS 0025)  anti-TA (APIS117) (CDS_0027) DNA helicase (CDS_0028) 29 30 31 32 33 36 37T39 40
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MG\/ GENOME- 0243676 20,866-33,730 (+)

30 31

. " > ——————— e — e —— — ———— |
MGV GENOME- 0239957 20,337-33,203 (+)

MGV-GENOME-0241462:20,375-32,845 (+)

MGV-GENOME-0245705: 20,660-33,383 (+)
32 33
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MGV GENOME- 0240968 20,922-33,667 (+)

MGV-GENOME-0247282: 20,37 88672 (0o

32
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Kang 0009_STO02_A NODE 33 length_36709_cov_80.798358: 21,384-33,944 (+)
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MGV-GENOME-0242000: 20,064-32,515 (+)

31 32

s | | E—
MGV GENOME- 0245332 20,437-33,288 (+)

31
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MGV-GENOME-0246973: 20,957-33,670 (+)

31
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MGV-GENOME-0247608: 21,039-33,605 (+)

26 27 33
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MGV-GENOME-0224541:17,298-29,790 (+)
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MGV GENOME- 0255327 22,706-35,025 (+)

EEEe——— | S S B EE—
MG\/ GENOME- 0243014 20,652-32 980(+)

30 31

EEEEESSSS—— . B S S R E—
MGV GENOME- 0248784 21,087-33,952 (+)

25 26
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MGV-GENOME-0227934:17,401-30,271 (+)

27 28
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MG\/ GENOME- 0240677 20,364-33,078 (+)

MGV-GENOME-0245860: 20,892-33,482 (+)

————— & — ————— 1 ———— —§—————|
MGV GENOME- 0248072 20,389-33,733 (+)

31 32
EE————M

MGV-GENOME-0248554:20,979-33,911 (+)
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MGV GENOME- 0248289 21,243-33, 854(+)
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MGV GENOME- 0243171 20,692-33,046 (+)

—————————————— & — . —— ————— —— ——— ]
MG\/ GENOME- 0246597 20,881-33, 594(+)
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MGV GENOME- 0245152 20,768-33, 390(+)

MGV-GENOME-0246499:21,086-33,581 (+)

EEEEE——— . S —— —
MG\/ GENOME- 0247773 20,833-33,785 (+)

P | — i —— R | E—
MGV GENOME- 4412387 20,877-33, 790(+)

MGV-GENOME-0245838:20,861-33 488 (+)

MGV-GENOME-4412049:21,021-33,543 (+)

_—  — — R E—
MGV GENOME- 0245569 20,545-33,445 (+)

_— — E—— R —
MGV GENOME- O250782 20,698-34,334 (+)

— a5 ——— ———— —§—————]
MG\/ GENOME- 0240025 19,444-32,542 (+)

31 32 33
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MGV GENOME- 0250977 21,127-34,302 (+)
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MGV GENOME- O249230 20,524-32,296 (+)
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MGV GENOME- 0251213 20,309-32,709 (+)

27 28
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MGV GENOME- 0219706 16,315-28,915 (+)

MGV-GENOME-0243058: 20,358-33,820 (+)

MGV-GENOME-0246142:20,631-33,577 (+)

MGV-GENOME-0238599: 20,109-32,864 (+)

MGV-GENOME-0245056:21,577-34,184 (+)
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MGV GENOME-0246872:21,716-34,338 (+)

28 29
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MGV GENOME-0235460: 20,310-32,554 (+)
22 23 28 DNA methyltransferase (CDS_0029)

MGV-GENOME-0247473:19,953-32,095 (+)
24 DNA methyltransferase (CDS_0025)

MGV-GENOME-0243236: 18,656-31,462 (+)
DNA methyltransferase (CDS_0026)

MGV-GENOME-0241547:19,152-31,218 (+)
29 DNA methyltransferase (CDS_0030)
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MGV-GENOME-0251339:19,959-32,499 (+)

DNA methyltransferase (CDS_0022)

MGV-GENOME-0224679:15,576-28,064 (+)
28 DNA methyltransferase (CDS_0029) 33

MGV-GENOME-0246160: 19,418-31,885 (+)
24 29 DNA methyltransferase (CDS_0030)

MGV-GENOME-0247024: 20,252-32,355 (+)
DNA methyltransferase (CDS_0029)

MGV-GENOME-0242141:19,029-31,153 (+)
DNA methyltransferase (CDS_0027)

MGV-GENOME-0246626:19,823-31,876 (+)

MGV-GENOME-0247349:19,625-32,066 (+)
DNA methyltransferase (CDS_0026)

MGV-GENOME-0246037:19,367-31,848 (+)
26 DNA methyltransferase (CDS_0027) 32

MGV-GENOME-0238176:18,225-30,668 (+)
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MGV-GENOME-0247429:21,128-34,431 (+)
29 30 31 32
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MGV-GENOME-0240816:19,489-33,014 (+)

28 29
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MGV GENOME-0243354:19,496-32,980 (+)

21 22 23

N A
MG\/ GENOME-0224497:16,381-29,859 (+)
20 21 22

MG\/ GENOME 0249418:19,054-31,488 (+)
anti-TA (APIS117) (CDS_0027)

— ) N
MGV-GENOME-0237635:18,828-29,689 (+)
DNA helicase (CDS_0023) 26
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MGV-GENOME-0216772:19,154-28,402 (+)
5000 nt {
DNA, RNA and nucleotide metabolism other unknown function anti-defence (dbAPIS)
I




