
MGV-GENOME-0276511: 30,494-36,641 (+)

45 46 47

RusA-like Holliday junction resolvase (CDS_0048)
replisome organizer (CDS_0049)

50 51 52 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0053) 54

uvig_593674: 29,696-36,947 (+)
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replication terminator (CDS_0044) 45 replication initiation protein (CDS_0046)
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replication terminator (CDS_0047) 48 replication initiation protein (CDS_0049)
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