
MGV-GENOME-0351859: 37,607-64,015 (+)
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uvig_174404: 37,609-67,592 (+)
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excisionase (CDS_0045)

46
47

partition protein (CDS_0048)

49 50 51
exonuclease V (CDS_0052)
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MGV-GENOME-0349170: 37,609-60,637 (+)

integrase (CDS_0044)
UG5_large (CDS_0045)

metallo-phosphoesterase (CDS_0046)
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CBASS__AG_E1_ThiF ThiF family (CDS_0049)
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MGV-GENOME-0353628: 37,615-56,127 (+)
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metallo-phosphoesterase (CDS_0044)

45 46
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MGV-GENOME-0342204: 37,608-52,049 (+)

integrase (CDS_0044) 45 46 4748

MGV-GENOME-0345613: 37,608-56,166 (+)

metallo-phosphoesterase (CDS_0044)
polymerase (CDS_0045)
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CBASS__AG_E1_ThiF ThiF family (CDS_0047)
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MGV-GENOME-0351730: 37,205-59,674 (+)
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uvig_132155: 37,628-64,913 (+)

endonuclease (CDS_0044)
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MGV-GENOME-0352299: 37,628-62,458 (+)
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MGV-GENOME-0354402: 37,607-67,730 (+)
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MGV-GENOME-0352848: 37,614-65,588 (+)
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MGV-GENOME-4431720: 37,608-61,234 (+)

DarTG__DarG (CDS_0043)
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tRNA splicing ligase (CDS_0046)
47

48
49

50

PDC-M13B_WP_002691346.1 (CDS_0051)
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MGV-GENOME-0358890: 37,607-72,092 (+)

44

DS-32__DS-32B (CDS_0045)
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DarTG__DarG (CDS_0060)

anti-NARP (APIS104) (CDS_0061)
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tRNA splicing ligase (CDS_0063)
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MGV-GENOME-0360799: 37,625-71,532 (+)
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uvig_193866: 37,191-70,938 (+)
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MGV-GENOME-0356449: 37,607-70,183 (+)
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NAD synthetase (CDS_0056)
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MGV-GENOME-0360501: 37,636-76,123 (+)

integrase (CDS_0044)
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anaerobic ribonucleoside reductase large subunit (CDS_0050)
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