tail completion or Neck1 protein (CDS_0008)

tail assembly chaperone (CDS_0013)
major head protein (CDS_0006)  head closure (CDS_0012)
7 | 9 10 11 | 14 1516 17 18 19
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MGV-GENOME-0217304:5,143-14,993 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012)
11 e N 14 19

S S S R B S S — —
MGV-GENOME-0209111:5,143-15,023 (+)

tail assembly chaperone (CDS_0013)
head closure (CDS_0012)
11

14

l#

MGV-GENOME-0179612:5,143-15,612 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012) baseplate hub (CDS_0016)
11 14 15 Ttail protein (CDS_0017)

MGV-GENOME-0201730: 5,143-18,499 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012) phosphoadenosine phosphosulfate reductase (CDS_0020)
11 14 15 16 17 18 19 21

.
{

LN B & ! § N _§§ ;g | | I
uvig_480881:5,143-21,490 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012)

11 14 15 16 17 18 19 20 21

DNA binding protein (CDS_0013)
5 10 11 12 [141516

MOV-GENOME.0175938: 4. 744-13,531 (+)

DNA binding protein (CDS_0014)
10 11 12 13 [151617

_—
uvig_388543:4,744-14,484 (+)
DNA binding protein (CDS_0014)
10 11 12 13 [1516 17

— — —
MGV-GENOME-0176680:4,744-13,636 (+)

DNA binding protein (CDS_0014)
11 12 13 [1516 17

——
MGV-GENOME-0175540: 5,143-14,050 (+)

Mom-like DNA modification protein (CDS_0016)
DNA binding protein (EDS_0014)
11 12 13 [15 | 1718

——
MGV-GENOME-0175026: 5,155-14,207 (+)

DNA binding protein (CDS_0015)
transposase (CDS_0013)
11 12 14 | 1617 18

I S D — N (0 N I
MGV-GENOME-0200319:5,143-15,639 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0029)
DNA binding protein (CDS_0024)
11 12 13 14 15 16 17 18 19 20 21 22 23 | 252627

é%
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uvig_79279:5,142-26,432 (+)
Mom-like DNA modification protein (CDS_0018)
DNA binding protein (EDS_0016)
11 12 13 14 15 17 | 19 SspD_00001 SspD (CDS_0020)

;%

uvig 237357:5,143-20,213 (+)
Mom-like DNA modification protein (CDS_0015)
12
11] 1314 | 16 cysH_IV-B_1(CDS.0017)

j%

MGV-GENOME-0174182:5,143-13,865 (+)
Mom-like DNA modification protein (CDS_0020)
DNA binding protein (EDS_0018)

ParB-like partition protein (CDS_0014) ‘
DS-15_DS-15A (CDS_0015) SspD_00001 SspD (CDS_0022)
11 12 13 | 16 17 |19 | 21 27
S 0 /S, SO O SO S | W— W W VLY Wy

uvig 469111:5,143-18,488 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012) Mom-like DNA modification protein (CDS_0017)

11 ‘ 14 1516 18 cysH_IV-B_1(CDS_0019)

i#
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MGV-GENOME-0201986:5,142-18,573 (+)
Mom-like DNA modification protein (CDS_0017)
tail assembly chaperone (CDS_0013)
DNA binding protein (CDS_0015)
head closure (CDS_0012)
11 "7 | 14 |16 | 18 SspD_.00001 SspD (CDS_0019)

[ D T
MGV-GENOME-0191582: 5,143-16,269 (+)

tail assembly chaperone (CDS_0013) Mom-like DNA modification protein (CDS_0019)
head closure (CD??OOlZ) DNA binding protein (EDS_0017)
11 | 14 15 16 18 | 2021

1 e e E—
MGV-GENOME-0225082: 5,143-19,322 (+)

tail assembly chaperone (CDS_0013) Mom-like DNA modification protein (CDS_0018)
head closure (CDS_0012) DNA binding protein (CDS_0016)
11 | 14 15 T17 | 19 cysH_IV-B_1(CDS_0020)
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MGV-GENOME-0206744: 5,143-19,645 (+)
Mom-like DNA modification protein (CDS_0019)
tail assembly chaperone (CDS_0013)
DNA binding protein (CDS_0017)
head closure (CDS_0012) ‘
11 T | 14 15 16 |18 | 2021

S S E— R N EE— - S — E—
MGV-GENOME-0191907: 5,144-16,706 (+)

tail assembly chaperone (CDS_0013) Mom-like DNA modification protein (CDS_0019)
head closure (CDS_0012) DNA binding protein (EDS_0017)
11 \ 14 15 16 [18 | 2021
S, 1 0 N, B, 0 N I W, WL RN, V5 N W,

MGV-GENOME-0219310: 5,143-19,690 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012) DNA binding protein (CDS_0017)
11 [ 14 15 16 [ 181920

MGV-GENOME-0196614:5,143-17,663 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012) DNA binding protein (CDS_0018)
11 [ | 14 15 16 17 [192021

MGV-GENOME-0198745:5,143-17,446 (+)
Mom-like DNA modification protein (CDS_0017)
tail assembly chaperone (CDS_0013)
DNA binding protein (CDS_0015)
head closure (CDS_0012) tRNA-VaI(aAC)
11 | integrase (CDS_0014) 16 | 18 19 25 26

!%

MGV-GENOME-0201318:5,140-18,550 (+)
Control_protein_00002 control (CDS_0015)
"DNA binding protein (CDS_0017)
head closure (CDS_0012) transposase (C DS_0016)
11 713 14| | 1819 20

OTU_4406:5,142-16,993 (+)
tail assembly chaperone (CDS_0013)
head closure (CDS_0012)
11 "] | 14phosphoadenosine phosphosulfate reductase (CDS_0015)

MGV-GENOME-0177567:5,142-14,093 (+)

tail assembly chaperone (CDS_0013)

head closure (CDS_0012) SspD_00001 SspD (CDS_0016)
11 14 tail protein (CDS_0015)

MGV GENOME 0192951 5.143.16,995 (1)
tail assembly chaperone (CDS_0013) baseplate hub (CDS_0015)
head closure (CDS_0012) tail protein (CDS_0016)

11 14 17 18

| -
-

— — I E—
+)

MGV-GENOME-0201963: 5,143-18,252 (
tail assembly chaperone (CDS_0013)

head closure (CDS_0012) tail protein (CDS_0016)
11 \ 14  baseplate hub (CDS_0015) 17 cysH_IV-B_1(CDS_0018)

S — I S — I
MGV-GENOME-0223932:5,143-19,783 (+)
tet_protect-NCBIFAM tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0026)
tail assembly chaperone (CDS_0013) endolysin (CDS_0018) Mom-like DNA modification protein (CDS_0029)
head closure (CDS_0012) transposase (CDS_0015) holin (CDS_0024) DNA binding protein (EDS_0027)
11 \ 14 1617 | 1920 21 22 23 25 | 28 | 3031

. |
o
|
—
-

uvig_291429:5,143-25,557 (+)
DNA binding protein (CDS_0025)
virion structural protein (CDS_0014) DNA repair exonuclease (CDS_0022)
11 12 13 15 16 17 18 19 20 21 23 24 2627 28

é
|
|

MGV-GENOME-0247592: 5,143-25,808 (+)
Mom-like DNA modification protein (CDS_0018)
DNA binding protein (EDS_0016)
4 9 10 11 12 13 14 15 [17 | 19 SspD_00001 SspD (CDS_0020)

— S EE— e E— I S—
uvig 416529:3,591-16,873 (+)

8000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function
— I L] N

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA
I




