HNH endonuclease (CDS_0040) oMTase_00015 orphan (CDS_0047)
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uvig_75938:19,443-26,002 (+)
76 HNH endonuclease (CDS_0077)

IMGVR_UViG_3300045988_075005|3300045988|Ga0495776_090718:48,989-54,322 (+)

HNH endonuclease (CDS_0079)
78 81 83 dUTPase
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MGV-GENOME-0335221:49,716-54,972 (+)
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uvig 249962:78,062-83,300 (+)
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MGV-GENOME-0347574:20,938-26,340 (+)
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IMGVR_UViG_3300045988_118297|3300045988|Ga0495776_171562:26,406-32,514 (+)
67 71 72 73 74

s
IMGVR_UViG_3300014963_000904|3300014963|Ga0134523_1000856|1-57066:44,783-49,752 (+)
Holliday junction resolvase (CDS_0091)
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uvig_189287:70,935-76,168 (+)
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MGV-GENOME-0327174:43,907-49,881 (+)
82 83 HNH endonuclease (CDS_0084)

IMGVR_UViG_3300045988_070718|3300045988|Ga0495776_051550: 53,602-58,944 (+)
2000 nt {
DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




