
uvig_587019: 23,875-29,396 (+)

34
Holliday junction resolvase (CDS_0035)

36 37 38 39 40 41
HNH endonuclease (CDS_0042)

43 44 45 dUTPase (CDS_0046) 47

IMGVR_UViG_3300045988_104345|3300045988|Ga0495776_179156: 19,132-25,105 (+)

34 37 40 41 43 44 oMTase_00015 orphan (CDS_0045)

IMGVR_UViG_3300023506_000007|3300023506|Ga0257040_100345: 53,399-58,243 (+)

86 90 92 oMTase_00015 orphan (CDS_0094)

MGV-GENOME-0347224: 53,882-58,651 (+)

86

uvig_206043: 45,386-50,136 (+)

73 74 75

MGV-GENOME-0316232: 41,335-46,648 (+)

67 73

uvig_139287: 73,163-77,562 (+)

98 101 103 107

uvig_250697: 21,609-27,164 (+)

44

MGV-GENOME-0335221: 50,974-56,204 (+)

78 HNH endonuclease (CDS_0079) 83

uvig_75938: 20,150-26,171 (+)

34 35 42 43

IMGVR_UViG_3300045988_075005|3300045988|Ga0495776_090718: 49,696-55,981 (+)

79 80 85 86

IMGVR_UViG_3300045988_118297|3300045988|Ga0495776_171562: 27,381-32,683 (+)

48 51

IMGVR_UViG_3300029246_000292|3300029246|Ga0168681_100268|1-56982: 45,062-50,632 (+)

73 74

2000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


