
IMGVR_UViG_3300014782_000001|3300014782|Ga0134389_1000020: 156,271-168,673 (+)

161
162 tRNA-Ser(TGA)

HEase_00029 homing (CDS_0163)

164 165
HNH endonuclease (CDS_0166)

167 168 169
170

171 172 173 174 175176 177 178

IMGVR_UViG_3300045988_045572|3300045988|Ga0495776_014640: 156,167-168,400 (+)

168 169 170 171

IMGVR_UViG_3300045988_044001|3300045988|Ga0495776_015094: 149,216-161,120 (+)

159 160 161

uvig_195134: 161,116-173,043 (+)

173 174
endonuclease (CDS_0175)

176

IMGVR_UViG_3300045988_051012|3300045988|Ga0495776_014598: 157,446-169,126 (+)

165 166 167 168

uvig_300683: 160,576-172,742 (+)

172 173 174 175

uvig_596268: 156,883-169,525 (+)

HNH endonuclease (CDS_0163) 167 168 169
endonuclease (CDS_0170)

171

MGV-GENOME-0379009: 159,661-172,562 (+)

165 HEase_00029 homing (CDS_0167) 170 171 172 173

uvig_193729: 158,585-170,171 (+)

166 167
endonuclease (CDS_0168)

169

uvig_421732: 156,911-171,233 (+)

161 162 163 169 170 171 172

uvig_27549: 156,003-170,439 (+)

162 168 169 170 171

MGV-GENOME-0378875: 157,917-170,175 (+)

171 172 173 174 175

MGV-GENOME-0379074: 160,710-173,181 (+)

171 172 173 174 178

uvig_569095: 125,287-138,249 (+)

161 162
endonuclease (CDS_0163)

164 169

uvig_557411: 155,313-168,274 (+)

167 168
endonuclease (CDS_0169)

170

uvig_101564: 90,065-102,413 (+)

131 135 136
endonuclease (CDS_0137)

138 142

MGV-GENOME-0378641: 156,966-168,842 (+)

168 169 170 171 176

MGV-GENOME-0375746: 136,855-149,116 (+)

150 151 152 153

IMGVR_UViG_3300045988_062759|3300045988|Ga0495776_032001: 151,395-163,696 (+)

157 163 164 165 166

uvig_2072: 142,843-155,042 (+)

141 142 143 144

IMGVR_UViG_3300045988_055035|3300045988|Ga0495776_071289: 159,567-172,775 (+)

166 171 172 173 174

IMGVR_UViG_3300045988_062813|3300045988|Ga0495776_049286: 159,574-172,103 (+)

175 176 177 178

uvig_246322: 147,957-160,642 (+)

169 172 173 174 175

IMGVR_UViG_3300045988_054022|3300045988|Ga0495776_014634: 157,727-170,122 (+)

166 167 168 169

IMGVR_UViG_3300045988_052702|3300045988|Ga0495776_014613: 156,423-168,170 (+)

163 164 165 166

IMGVR_UViG_3300045988_060670|3300045988|Ga0495776_014628: 157,715-170,040 (+)

167 168 169 170

MGV-GENOME-4435848: 154,034-167,161 (+)

166 167
168

169 170

MGV-GENOME-0378042: 145,979-158,061 (+)

163 164 165 166

uvig_541676: 154,491-166,922 (+)

HNH endonuclease (CDS_0166) 171 172 173 174

MGV-GENOME-0378868: 158,765-169,891 (+)

171 172 173 174

MGV-GENOME-0378885: 159,121-169,585 (+)

HNH endonuclease (CDS_0171) 174 175 176 177

IMGVR_UViG_3300045988_034585|3300045988|Ga0495776_049192: 158,230-169,792 (+)

168 169 170 171

MGV-GENOME-0374319: 125,437-137,037 (+)

158 159 160 161

MGV-GENOME-0375736: 2,109-13,582 (-)

789HEase_00029 homing (CDS_0012)

IMGVR_UViG_3300045988_061556|3300045988|Ga0495776_014920: 157,408-167,678 (+)

HNH endonuclease (CDS_0165) 170 171 172 173

MGV-GENOME-0376979: 135,425-145,588 (+)

136 137 138 139

MGV-GENOME-0378601: 153,666-166,389 (+)

154 160 161 162 163

MGV-GENOME-0378179: 151,552-159,467 (+)

165 166 167 168

OTU_24: 146,886-155,741 (+)

endonuclease (CDS_0150) 153

IMGVR_UViG_3300045988_067917|3300045988|Ga0495776_049142: 157,547-166,576 (+)

170 171 172 173 174

MGV-GENOME-0378616: 155,974-168,811 (+)

161 165 166 167 168

uvig_195984: 152,551-162,413 (+)

160 165 166 167

IMGVR_UViG_3300045988_034495|3300045988|Ga0495776_186551: 142,415-155,618 (+)

145 146 147 148

MGV-GENOME-0365855: 73,369-85,699 (+)

114 115 116 117

MGV-GENOME-0379020: 160,955-172,713 (+)

173 174

IMGVR_UViG_3300045988_044080|3300045988|Ga0495776_071287: 158,799-172,489 (+)

170 171

MGV-GENOME-0378820: 155,573-170,244 (+)

172 173 174

uvig_301431: 163,808-173,880 (+)

176 177 178

OTU_10: 158,401-170,816 (+)

171 172 173

IMGVR_UViG_3300045988_052382|3300045988|Ga0495776_008969: 157,302-168,187 (+)

173 174

MGV-GENOME-0379095: 158,482-173,236 (+)

168 170 175 176 177 178

MGV-GENOME-0379030: 159,613-173,860 (+)

175 176 177

uvig_162336: 158,075-171,645 (+)

175 176

IMGVR_UViG_3300045988_054090|3300045988|Ga0495776_049144: 154,926-168,667 (+)

169 170 171

MGV-GENOME-0375328: 115,662-129,394 (+)

150 151

MGV-GENOME-0378876: 157,912-171,492 (+)

169 171 172 173

uvig_98021: 138,063-151,770 (+)

143 144 145

uvig_381799: 156,580-169,181 (+)

166 171 172

MGV-GENOME-0374328: 307-13,224 (-)

567

uvig_29129: 160,651-173,192 (+)

175 176 177

MGV-GENOME-0378838: 159,300-170,347 (+)

170 171 172

uvig_101327: 155,893-168,675 (+)

166 167 171 172 173

uvig_248907: 157,936-171,470 (+)

167 168 173 174 175

IMGVR_UViG_3300029532_000001|3300029532|Ga0244902_100032: 157,936-171,470 (+)

173 174 175 179

MGV-GENOME-0377452: 149,634-163,243 (+)

165 166 167

MGV-GENOME-0378106: 149,490-160,459 (+)

159 160 161 163 164

uvig_293297: 156,097-170,114 (+)

168 169 RM_Type_IV__Type_IV_05 (CDS_0170) 174 175 176 178

MGV-GENOME-0378449: 152,067-165,418 (+)

166 167 168 169

MGV-GENOME-0378574: 157,038-166,940 (+)

166 167 168 169 170

uvig_149085: 155,712-170,484 (+)

170 171 172

IMGVR_UViG_3300045988_034373|3300045988|Ga0495776_014873: 155,874-167,428 (+)

165 168

MGV-GENOME-0379136: 156,467-169,643 (+)

164 166 169 170 171

MGV-GENOME-0376523: 127,746-140,594 (+)

144 145 146

MGV-GENOME-0378757: 154,695-170,179 (+)

161 162 169 170 171 172

MGV-GENOME-0378575: 151,729-166,703 (+)

161 164 165 166 167 168

IMGVR_UViG_3300008478_000004|3300008478|Ga0114882_100023: 155,821-170,578 (+)

162 169 170 171 172

MGV-GENOME-0369767: 80,169-95,178 (+)

124 125 126 127

uvig_334706: 165,798-172,237 (+)

179

MGV-GENOME-0376846: 12,784-19,223 (-)

27

MGV-GENOME-0379017: 165,103-172,481 (+)

178 179

MGV-GENOME-0378493: 159,802-166,657 (+)

175 176

MGV-GENOME-0378084: 152,010-158,497 (+)

163
164

165

uvig_504291: 141,761-147,475 (+)

157

MGV-GENOME-0378899: 162,988-170,711 (+)

173 177

uvig_570051: 152,899-163,609 (+)

164 165 166 167 169 170 171

MGV-GENOME-0378395: 152,899-163,567 (+)

169 170 171

MGV-GENOME-0378774: 157,462-168,649 (+)

HNH endonuclease (CDS_0167) 172
173

6000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


