
uvig_195134: 156,112-171,493 (+)

2-aminooxy adenylosuccinate synthetase (CDS_0161)

162 163
tRNA-Thr(TGT)

164 165 166
167

168
HEase_00029 homing (CDS_0169)

170 171
RNA-binding protein (CDS_0172)

173 174

endonuclease (CDS_0175)

176 177

uvig_101564: 85,062-101,065 (+)

130 131 135

MGV-GENOME-0378828: 148,528-165,189 (+)

161 162 167

uvig_300683: 157,729-171,192 (+)

167 HNH endonuclease (CDS_0169)

MGV-GENOME-0379009: 156,684-171,011 (+)

165 HEase_00029 homing (CDS_0167)

IMGVR_UViG_3300045988_052724|3300045988|Ga0495776_005744: 156,663-171,266 (+)

163 168 169

MGV-GENOME-0379119: 156,663-171,266 (+)

168 169

uvig_569095: 125,287-136,698 (+)

HNH endonuclease (CDS_0158)

uvig_97465: 153,529-167,339 (+)

163 170 171

MGV-GENOME-0378594: 153,141-166,994 (+)

HNH endonuclease (CDS_0160)

MGV-GENOME-0379037: 155,722-171,869 (+)

167 168 HNH endonuclease (CDS_0169)

IMGVR_UViG_3300045988_044001|3300045988|Ga0495776_015094: 146,374-160,176 (+)

HNH endonuclease (CDS_0156) 159 160

uvig_31969: 156,797-172,596 (+)

170 171

MGV-GENOME-0378493: 150,956-165,633 (+)

164 HNH endonuclease (CDS_0165)
HEase_00029 homing (CDS_0166)

MGV-GENOME-0379020: 156,140-171,769 (+)

166 168 HNH endonuclease (CDS_0169)

OTU_10: 155,455-169,874 (+)

HEase_00029 homing (CDS_0168) 173

MGV-GENOME-0378616: 150,610-168,391 (+)

151 152 159 160 161 HNH endonuclease (CDS_0162) 167 170

IMGVR_UViG_3300045988_062813|3300045988|Ga0495776_049286: 154,848-170,562 (+)

165 168
HNH endonuclease (CDS_0169)

HEase_00029 homing (CDS_0170)

171

MGV-GENOME-0378868: 154,024-168,952 (+)

165
HNH endonuclease (CDS_0166)

HEase_00029 homing (CDS_0167)

MGV-GENOME-0378641: 152,494-167,296 (+)

163 HNH endonuclease (CDS_0164)

uvig_541676: 149,747-165,983 (+)

164
HNH endonuclease (CDS_0165)

HNH endonuclease (CDS_0166)

167

uvig_2072: 138,102-153,503 (+)

135
HNH endonuclease (CDS_0136)

137

IMGVR_UViG_3300045988_055035|3300045988|Ga0495776_071289: 154,824-171,234 (+)

164
HNH endonuclease (CDS_0165)

166 167

IMGVR_UViG_3300045988_062759|3300045988|Ga0495776_032001: 145,406-162,158 (+)

156 157
HNH endonuclease (CDS_0158)

159

MGV-GENOME-0378179: 141,597-158,528 (+)

155 157
HNH endonuclease (CDS_0158)

HEase_00029 homing (CDS_0159)
HNH endonuclease (CDS_0160)

161

MGV-GENOME-0379096: 155,732-170,366 (+)

172 173

uvig_313769: 151,470-165,114 (+)

164 165 166

IMGVR_UViG_3300045988_034585|3300045988|Ga0495776_049192: 152,699-168,853 (+)

HEase_00002 homing (CDS_0159)163 164

MGV-GENOME-0379128: 156,865-172,018 (+)

171 172 HNH endonuclease (CDS_0174)

MGV-GENOME-0378766: 154,245-170,138 (+)

161 165
HNH endonuclease (CDS_0166)

167

uvig_311704: 152,923-168,503 (+)

156 159 161
HNH endonuclease (CDS_0162)

163

MGV-GENOME-0378885: 154,755-169,168 (+)

169
HNH endonuclease (CDS_0170)

HNH endonuclease (CDS_0171)

MGV-GENOME-0376979: 130,994-144,649 (+)

131 132 138

MGV-GENOME-0377852: 148,832-162,549 (+)

HNH endonuclease (CDS_0154) 159 HNH endonuclease (CDS_0160)

MGV-GENOME-0375746: 134,534-147,566 (+)

HNH endonuclease (CDS_0145) HNH endonuclease (CDS_0147)

MGV-GENOME-4435848: 151,323-165,617 (+)

161 HNH endonuclease (CDS_0163) 167 168

uvig_246322: 147,957-159,098 (+)

169

IMGVR_UViG_3300045988_067917|3300045988|Ga0495776_049142: 153,514-165,636 (+)

HEase_00029 homing (CDS_0164) HNH endonuclease (CDS_0167)

MGV-GENOME-0378805: 149,898-166,554 (+)

155 156 157 161
HNH endonuclease (CDS_0162)

163

MGV-GENOME-0375736: 2,709-18,544 (-)

HEase_00029 homing (CDS_0012)14
HNH endonuclease (CDS_0015)

16

IMGVR_UViG_3300045988_060670|3300045988|Ga0495776_014628: 152,010-168,509 (+)

158 161
HNH endonuclease (CDS_0162)

163 170

IMGVR_UViG_3300045988_054022|3300045988|Ga0495776_014634: 152,007-168,590 (+)

160
HNH endonuclease (CDS_0161)

162

IMGVR_UViG_3300007524_000001|3300007524|Ga0105481_1000029: 152,139-166,802 (+)

159 160 164
HNH endonuclease (CDS_0165)

166

IMGVR_UViG_3300045988_052702|3300045988|Ga0495776_014613: 150,453-166,620 (+)

153 158
HNH endonuclease (CDS_0159)

160

IMGVR_UViG_3300045988_061556|3300045988|Ga0495776_014920: 152,543-166,739 (+)

160 164
HNH endonuclease (CDS_0165)

166 172

MGV-GENOME-0365855: 70,680-84,146 (+)

105 HNH endonuclease (CDS_0111)

uvig_235076: 152,752-170,501 (+)

165 166 167

MGV-GENOME-0377452: 144,609-161,699 (+)

159 160 161

MGV-GENOME-0378876: 152,875-169,949 (+)

164 165 166 169

MGV-GENOME-0378106: 144,483-158,937 (+)

154 155

uvig_29129: 155,622-171,649 (+)

170 171

MGV-GENOME-0378838: 154,318-168,804 (+)

166

IMGVR_UViG_3300045988_054090|3300045988|Ga0495776_049144: 149,994-167,124 (+)

163 164 165

MGV-GENOME-0374328: 908-18,139 (-)

111213

MGV-GENOME-0379030: 154,581-172,317 (+)

168
HNH endonuclease (CDS_0169)

170 171

uvig_301431: 154,036-172,337 (+)

168 169 170 171

MGV-GENOME-0375328: 110,730-128,452 (+)

144 145 146

uvig_162336: 153,151-170,102 (+)

168 169 170

MGV-GENOME-0379095: 153,496-167,890 (+)

168 169 170

MGV-GENOME-0378076: 152,132-166,240 (+)

166 167 168 172 173

uvig_293297: 151,121-168,580 (+)

167 168 169 RM_Type_IV__Type_IV_05 (CDS_0170) 176

uvig_381799: 151,135-168,239 (+)

158 165 166 167

IMGVR_UViG_3300029532_000001|3300029532|Ga0244902_100032: 154,166-169,929 (+)

166 167 168 169

uvig_101327: 152,237-167,132 (+)

165
166

167

MGV-GENOME-0378449: 148,191-164,476 (+)

154 160 161 162 169

IMGVR_UViG_3300045988_045572|3300045988|Ga0495776_014640: 151,287-164,320 (+)

161
HEase_00029 homing (CDS_0162)

163

MGV-GENOME-0374319: 120,595-133,469 (+)

152 153

MGV-GENOME-0378774: 151,654-165,426 (+)

163 164 165

uvig_596268: 151,994-164,595 (+)

162 HNH endonuclease (CDS_0163)

MGV-GENOME-0378875: 152,944-165,581 (+)

166 HEase_00029 homing (CDS_0167)

MGV-GENOME-0378084: 141,050-157,468 (+)

2-aminooxy adenylosuccinate synthetase (CDS_0147) 152 153 154

uvig_389577: 156,879-173,904 (+)

166 169 170
HEase_00029 homing (CDS_0171)

172 179

MGV-GENOME-0379136: 151,655-168,680 (+)

163 164
HEase_00029 homing (CDS_0165)

166

MGV-GENOME-0378899: 151,423-169,811 (+)

167 168 173

uvig_511752: 75,397-90,135 (+)

112 117 118 119

MGV-GENOME-0369767: 75,397-90,135 (+)

117 118 119

MGV-GENOME-0376523: 120,079-135,500 (+)

135 136 137 138

uvig_195984: 148,120-162,413 (+)

152
153

154
155

159 160 HNH endonuclease (CDS_0161) 167 169

MGV-GENOME-0378395: 147,971-159,320 (+)

162 163 165166
167

7000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


