
uvig_246322: 167,041-176,489 (+)

191 192 193194 195 196 197198 199 200201 202
HNH endonuclease (CDS_0203)

204 205 206 207 208

IMGVR_UViG_3300045988_062759|3300045988|Ga0495776_032001: 169,595-180,531 (+)

185186 187 188 189 190 endonuclease (CDS_0194) 195

IMGVR_UViG_3300045988_057820|3300045988|Ga0495776_014669: 174,874-183,750 (+)

189 191
192

193 194 195 201

uvig_2072: 160,207-169,026 (+)

162163 164 165

MGV-GENOME-0379096: 177,506-187,058 (+)

198199 200 201

MGV-GENOME-0378805: 173,702-183,250 (+)

189190 191 192

MGV-GENOME-0378601: 171,971-180,676 (+)

182183 184 185 186 188

IMGVR_UViG_3300045988_067917|3300045988|Ga0495776_049142: 172,692-181,688 (+)

189 191192 193 194 195

uvig_311704: 175,462-184,673 (+)

189190 191 192 193

uvig_297264: 163,494-171,648 (+)

174175
176

177

MGV-GENOME-0378766: 173,459-182,671 (+)

187188 189 190

MGV-GENOME-0378042: 164,081-172,559 (+)

185186 187 188

IMGVR_UViG_3300045988_056473|3300045988|Ga0495776_032009: 172,488-181,182 (+)

189190 191 192

MGV-GENOME-0378641: 172,488-181,182 (+)

189190 191 192

IMGVR_UViG_3300045988_062813|3300045988|Ga0495776_049286: 177,540-186,018 (+)

198199 200 201

MGV-GENOME-0378898: 175,705-184,179 (+)

193194 195 196 197

uvig_107304: 175,585-184,064 (+)

197198 199 200 201 203

uvig_596268: 175,773-183,469 (+)

193 194
195

196

IMGVR_UViG_3300045988_060670|3300045988|Ga0495776_014628: 174,131-182,828 (+)

185186 187 188 189

IMGVR_UViG_3300045988_054022|3300045988|Ga0495776_014634: 174,213-182,898 (+)

184185 186 187 188

MGV-GENOME-0378774: 174,547-182,831 (+)

190191 192 193 194 195

MGV-GENOME-0377852: 162,187-170,568 (+)

168 169 174 175176 177 178

MGV-GENOME-0376979: 150,449-158,541 (+)

151 152
153

154 155 156 157

MGV-GENOME-0378883: 176,437-184,021 (+)

192 193 194
195

196

MGV-GENOME-0378574: 172,731-180,357 (+)

190 191 192 193
194

195

uvig_284320: 180,932-188,169 (+)

201 202 203 204

uvig_300683: 178,733-186,359 (+)

196 197
198

199
200

201

uvig_162224: 172,735-180,416 (+)

190 191 192 193
194

195 197 198

IMGVR_UViG_3300045988_034457|3300045988|Ga0495776_186568: 161,947-169,566 (+)

169
170

171 172173
174

175

IMGVR_UViG_3300045988_052724|3300045988|Ga0495776_005744: 178,716-187,714 (+)

196 197
198

199

MGV-GENOME-0379020: 178,330-185,950 (+)

194 195 196197
198

199

MGV-GENOME-0378757: 175,337-182,572 (+)

189 190 191 192

uvig_195984: 168,085-175,000 (+)

182 183 184 185

MGV-GENOME-0369767: 98,940-105,967 (+)

141
142

143 145 146 151

MGV-GENOME-0378894: 176,078-184,139 (+)

191 192 193 194

uvig_149085: 176,078-184,139 (+)

191 192 193 194

MGV-GENOME-0378395: 169,691-177,332 (+)

194 195 196

MGV-GENOME-0378493: 172,483-179,132 (+)

192 193 194 195 197

MGV-GENOME-0378449: 170,319-177,723 (+)

185
186

187
188

189190

MGV-GENOME-0378966: 177,374-185,091 (+)

194 195
196

197 198

uvig_98021: 156,741-164,351 (+)

164
165

166 167

MGV-GENOME-0379007: 177,361-185,850 (+)

189 193 194
195

196 197

MGV-GENOME-0376523: 145,253-153,297 (+)

164 165 166

IMGVR_UViG_3300045988_052382|3300045988|Ga0495776_008969: 174,262-181,697 (+)

194
195

196197

IMGVR_UViG_3300045988_054090|3300045988|Ga0495776_049144: 173,690-181,910 (+)

189 190
191

192193

MGV-GENOME-0379001: 176,873-185,115 (+)

195 196
197

198

HEase_00016 homing (CDS_0199)

200 201

uvig_162336: 176,874-185,116 (+)

195 196
197

198

HEase_00016 homing (CDS_0199)

200 201

uvig_3831: 176,774-184,380 (+)

197
198

199 200 203

uvig_235076: 176,910-184,460 (+)

191
192

193 194

MGV-GENOME-0378913: 176,774-184,380 (+)

197
198

199 200 203

MGV-GENOME-0378106: 165,877-173,195 (+)

180
181

182

MGV-GENOME-0378594: 173,224-180,551 (+)

183
184

185 186

MGV-GENOME-0378076: 163,799-172,924 (+)

171 174 177
178

179 180

uvig_193729: 175,818-183,420 (+)

185 186 187 191 HNH endonuclease (CDS_0192)

IMGVR_UViG_3300045988_034373|3300045988|Ga0495776_014873: 173,181-180,470 (+)

188 189

MGV-GENOME-0378616: 174,567-181,509 (+)

191 192 193

uvig_313769: 170,249-178,903 (+)

188 189 190 191 192

MGV-GENOME-0378084: 164,892-172,606 (+)

179 180
181

182 184 185

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


