
MGV-GENOME-0378899: 107,519-115,293 (+)

84 85 86 87 88 89 90 91 92 93 94 95 96
PDC-M16A_WP_151194710.1 (CDS_0097)

98

IMGVR_UViG_3300045988_034373|3300045988|Ga0495776_014873: 106,226-113,721 (+)

88 89

uvig_284320: 111,365-119,667 (+)

96 97 98 99

MGV-GENOME-0376846: 69,561-77,207 (-)

115

uvig_101564: 40,105-47,472 (+)

56

MGV-GENOME-0369767: 34,055-41,608 (+)

47 48

uvig_511699: 40,909-48,462 (-)

7172

MGV-GENOME-0378757: 112,268-118,116 (+)

95

uvig_59367: 49,621-55,517 (-)

7076

IMGVR_UViG_3300045988_051012|3300045988|Ga0495776_014598: 108,771-115,906 (+)

89

MGV-GENOME-0376523: 77,108-84,894 (+)

63 64

MGV-GENOME-0376184: 45,118-52,904 (-)

7778

MGV-GENOME-0374328: 55,456-62,871 (-)

86

MGV-GENOME-0375055: 89,489-96,904 (+)

78

MGV-GENOME-0377452: 101,182-107,147 (+)

86

MGV-GENOME-0379009: 110,385-117,514 (+)

91

uvig_330466: 108,435-116,071 (+)

83 84 91

uvig_320693: 5,467-12,157 (+)

18 24

uvig_60170: 35,160-41,565 (-)

64

uvig_41315: 37,933-44,100 (-)

66

MGV-GENOME-0374622: 89,471-97,324 (+)

77 80

MGV-GENOME-0379119: 111,629-119,076 (+)

91 95

uvig_596268: 107,336-114,636 (+)

89

uvig_344275: 14,420-22,014 (+)

33

uvig_299992: 31,149-38,746 (+)

41 42

MGV-GENOME-0374607: 98,907-106,951 (+)

82 83 84 85

IMGVR_UViG_3300045988_052382|3300045988|Ga0495776_008969: 111,738-117,528 (+)

95 98

Ma_2019_SRR413594_NODE_34_length_189780_cov_22.064746: 112,756-119,599 (+)

97 99

MGV-GENOME-0379136: 108,523-116,318 (+)

81 88 89

IMGVR_UViG_3300045988_054090|3300045988|Ga0495776_049144: 104,519-114,837 (+)

88 93 anaerobic ribonucleoside reductase large subunit (CDS_0096)

uvig_97489: 46,618-56,777 (-)

7679

uvig_381799: 108,229-116,256 (+)

90 92

MGV-GENOME-0374435: 37,002-44,942 (-)

6668

MGV-GENOME-0378956: 108,589-116,267 (+)

91

MGV-GENOME-0376378: 102,371-110,455 (+)

90

uvig_301380: 108,398-116,790 (+)

92 93

MGV-GENOME-0379095: 107,698-116,343 (+)

92 93 94

MGV-GENOME-0379030: 108,243-118,839 (+)

92 93

uvig_534519: 4,694-15,753 (+)

14 17 HEase_00016 homing (CDS_0023) 24 25

uvig_525778: 18,373-29,432 (-)

41

uvig_162336: 107,354-114,986 (+)

84 90 91

uvig_101327: 105,980-113,549 (+)

87 90

uvig_301431: 108,126-116,735 (+)

91 92

MGV-GENOME-0378966: 108,125-116,022 (+)

93

uvig_528777: 107,278-115,903 (+)

polynucleotide kinase (CDS_0078)
79 80 86 87

MGV-GENOME-0375851: 107,278-115,903 (+)

86 87

MGV-GENOME-0378885: 107,629-115,599 (+)

tRNA nucleotidyltransferase (CDS_0085)
86 88 93

MGV-GENOME-0378395: 101,364-108,853 (+)

85 87

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)


