tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0057)
endolysin (CDS_0047)

50 59
49 53 6062 64
4546 | 48 |5152] 54 55 56 | 58|61]63] 65 66
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IMGVR_UViG_3300045988_114761|3300045988|Ga0495776_174122:50,491-59,713 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0051)
50 52 54
47 48  49] | [53[5556 59 63

N S L et e S e ——————
MGV-GENOME-0375431:49,814-59,504 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0044)
excisionase (CDS_0043)

42] | 45464748 52

R S N S
IMGVR_UViG_3300045988_115044|3300045988|Ga0495776_176288:39,755-46,438 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0048)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0050)
EF-Tu (VF0877) (CDS_0047)
integrase (CDS_0043) ~ SspA_00001 SspA (CDS_0046) 52
33 34 35 36 41 42 44 45 | | 49 | 515354 56 58 59

—— 1 N — T ————— T — ] ]
uvig_240683:42,873-62,179 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0046)
ATPase (CDS_0044)

integrase (CDS_0043) 48
tail fiber protein (CDS_0034) 36 41 42 45 4714950
| I A SN S S N | . 1 111111}
uvig 438565:42,872-59,920 (+)
414243

I S R— I I — (I ——
MGV-GENOME-0378571:42,872-54,411 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0047)

excisionase (CDS_0046)

50

49, 53
44 45 4g[ 5152 57

e ————————————— ey s e — — N [ U
SAMNO9781734 _al_ct8687:43,672-59,315 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0047)
excisionase (CDS_0046)
O-acetyltransferase (CDS_OO44T ‘ 48 50
43 integrase (CDS 0045) [49] 51 56

e i S SN S S N S S S
MGV-GENOME-0376807:44,656-60,825 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0048)
excisionase (CDS_0047)
L | 4951
integrase (CDS_0046) [50] 52

| [ S S
MGV-GENOME-0377582:45,490-59,035 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0049)

excisionase (CDS_0048)
5052
46 47 51 53
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IMGVR _UViG_3300045988_113412|3300045988|Ga0495776_167001:45,944-59,991 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0059)
co-chaperonin GroES (CDS_0056)
excisionase (C[jS_0058)

MTase_l1l_00003 Type (CDS_0050) GroEL (VF0594) (CDS_0055)
PDC-S05_WP_020395932.1 (CDS_0048) shah_acc_0139 HKD+Snf2 (CDS_0054) 6062
46REase_l11_00001 Type (CDS_0047) 49 | 51 52 53 \ 57 Te1] 63
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IMGVR _UViG_3300029122_000292|3300029122|Ga0168799_1000014]100135-269509: 45,944-76,084 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0051)

a5t 41

excisionase (CDS_0050)

O-acetyltransferase (CDS_0042) chaperonin groEL (CDS_0047)
ClpC (VF0072) (CDS_0044)  co-chaperonin GroES (CDS_0048) 52 54
41 43 45 46 | T 49 | | T53]55

I S S
uvig_301778:43,420-66,288 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0047)

excisionase (CDS_0046)
48
44 45 4950515253
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IMGVR_UViG_3300045988_118034|3300045988|Ga0495776_167005:44,878-58,850 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0046)

excisionase (CDS_0045)
47
44 4849 505152
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IMGVR UViG_3300030438_000360|3300030438|Ga0168793_1000045[15975-166630:44,878-57,866 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0053)

O-acetyltransferase (CDS_0045) excisionase (CDS_0052)

ATP-dependent protease (CDS_0047) 54
46 48 49 50 51 5556 575859

44

|
uvig_137488:44,878-66,849 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0045)

excisionase (CDS_0044) 51

47 50
46 48497 | 52
e ————

N S S S R I R S
IMGVR_UViG_3300035655_000051|3300035655|Ga0134475_000031:44,869-59,709 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0049)
integrase (CDS_0043) ATPase (CDS_0047) 53
41 42 44 45 46 48 505152]54 56 60

35 42 43

L ——————

uvig_255815:42,872-63,369 (+)
42 46

41 T434445]47

| I S SN S S S S
IMGVR_UViG_3300029539_000207|3300029539|Ga0244892_100018|113240-262442:42,872-55,691 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system pgriplasmic binding protein MerP (TIGR02052.1) (CDS_0044)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0046)
47
41 42 43 ‘ 45 484950 52

| I NN S S S S N S - I . —
IMGVR_UViG_3300029229_000068|3300029229|Ga0167470_100099: 43,342-59,470 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0045)
46
41 42 43 44 T 474849
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IMGVR_UViG_3300045988_142466|3300045988|Ga0495776_009665:43,342-58,610 (+)
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