149150 151 152 153 tRNA-Leu(TAA) 154 155 156 157 158 159 160 161
|
GEEEETH— AT H———AK ( 1 K
- - = | B - - -
MGV-GENOME-0375431:115,616-124,452 (+)
121 122 123

GO @ HH (XK CH———FK —C

C R |
MGV-GENOME-0370667:75,034-83,359 (+)

151 156 157 158
|
AT ——K [ T KK K
- - = - . - -
SAMNO9781734 a1l ct8687:115,656-124,586 (+)
152 159

@E@EEEC @ CETK 1 —— —&EE—@

- - =mom
MGV- GENOME-O376276‘ 118,607-128,216 (+)
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