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IMGVR_UViG_2765235967_000001|2765235967|2765259575|719740-762310: 25,548-38,428 (+)
HTH DNA binding protein (CDS_0045)
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6 4243 | | 46 4748

w

| | | I - I
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HTH DNA binding protein (CDS_0044)
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IMGVR_UViG_2609460110_000002|2609460110]2609532675|98104-136274:26,167-36,117 (+)
HTH DNA binding protein (CDS_0038)
Ler (VF0192) (CDS_0037)
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GVR_UViG_2713897185_000001|2713897185|2713951400|339265-379305: 27,067-37,909 (+)
HTH DNA binding protein (CDS_0037)
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HTH DNA binding protein (CDS_0040)
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HTH DNA binding protein (CDS_0041)
transcriptional repressor (CDS_0039)
Ler (VF0192) (CDS_0037)
toxin (CDS_0038)
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HTH DNA binding protein (CDS_0039)
Ler (VF0192) (EDS_OO38)
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HTH DNA binding protein (CDS_0043)
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MGVR_UViG_2907709766_000002|2907709766|2907709767|1064934-1103329:25,707-36,375 (+)
HTH DNA binding protein (CDS_0042)
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IMGVR_UViG_2609460111_000002|2609460111]|2609532685|67214-104704: 25,140-35,470 (+)
HTH DNA binding protein (CDS_0048)
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49
47 | |50

I S .. LN
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HTH DNA binding protein (CDS_0048)
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DNA methyltransferase (CDS_0043)
SspBCDE__SspD (CDS_0042)

[— — ——— " N N
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IMGVR_UViG_2636415482_000002|2636415482|2636424903|2045669-2098243: 24,370-50,521 (+)
HTH DNA binding protein (CDS_0047)transcriptional regTuIator (CDS_0002)
nicking at origin of replication (CDS_0001)
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Ler (VF0189) (CDS_0043) SspBCDE__SspD (CDS_0053)
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IMGVR _UVIG_2617271021_000002|2617271021]2617328374:25,122-50,301 (+); 1-2,279 (+)
rolling circle DNA replication initiation (CDS_0048)
HTH DNA binding protein (CDS_0051)
transposase (CDS_0047)
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IMGVR_UViG_2872302641_000003|2872302641|2872302641|2075720-2123221:26,525-45,448 (+)
rolling circle DNA replication initiation (CDS_0047)
HTH DNA binding protein (CDS_0050)
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IMGVR_UViG_2634166469_000004|2634166469|2634543061|2076107-2122065:26,525-43,905 (+)

rolling circle DNA replication initiation (CDS_0055)
HTH DNA binding protein (CDS_0058)
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IMGVR_UVIiG_641736132_000005|641736132|641751229: 26,525-68,950 (+)
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