holin (CDS_0025)
22 endolysin (CDS_0026) 31
20 2112324 | 27 28 29 307 32

N S —
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uvig_515306: 17,448-28,023 (+)
AbiEi_WP_047105540.1 AbiEi (CDS_0028)
27 29 30 31 32 transposase (CDS_0033)

IMGVR_UViG_3300014824 000012|3300014824|Ga0134492_1000613: 17,446-29,432 (+)
capH (CDS_0029)
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MGV-GENOME-0311266:17,453-29,457 (+)
AbiEi_WP_047105540.1 AbiEi (CDS_0031)
AbiEii_WP_110023304.1 AbiEii (CDS_0032)
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uvig_201398: 17, 565 31,119 (+)
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IMGVR_UViG_3300045988_093165|3300045988|Ga0495776_180002: 15,216-24,317 (+)
19 holin (CDS_0024)

MGV-GENOME-0300083: 15,814-24,317 (+)
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IMGVR_UViG_3300045988_093536|3300045988|Ga0495776_185720:17,556-25,665 (+)
DNA invertase (CDS_0027)

integrase (CDS_0030) Acylhomoserine lactone synthase (VF0907) (CDS_0040)
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uvig_525745:17,448-40,699 (+)
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MGV-GENOMEH 0333471 17,448-29, 422( )
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DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (PADLOC) virulence (VFDB)
—




