anti-CRISPR-Cas evasion by DNA repair (APIS109) (CDS_0045)
MTase_|1_00048 Type (CDS_0034) single strand DNA binding protein (CDS_0044)
32 33 35 36 37 3839 40 41 42 43 \ RecT-like ssDNA annealing protein
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IMGVR_UViG_2534681831_000041|2534681831|2534724963|1-62855:32,716-41,229 (+)
30 34 3536 37

IMGVR_UVIG_2519899835_000009|2519899835]2519961633|416808-477958: 31,191-39,283 (+)

36
25 3031 32 33 34 35| phosphoadenosine phosphosulfate reductase (CDS_0037)
I S I I —
TemPhD_cluster_34512:29,996-38,693 (+)
38

33 34 35 36 SJT phosphoadenosine phosphosulfate reductase (CDS_0039)
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IMGVR_UViG_2778261588_000002|2778261588|2778326186|82076-144164:31,189-41,105 (+)

anti-repressor (CDS_0031) 37
30 32 33 34 35 ?LéTphosphoadenosinephosphosulfate reductase (CDS_0038)
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NC_049917.1:29,645-40,613 (+)
43
39 40 41 QT phosphoadenosine phosphosulfate reductase (CDS_0044)
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IMGVR_UVIiG_2675903661_000018|2675903661]2676003109|25842-89223: 35,920-44,860 (+)
40
36 37 3839 41
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NC_019442.1:30,989-39,613 (+)
released from the phage upon host infection (CDS_0041)
Virulence-associated proteins (VF0679) (CD§0036)
antitoxin from a toxin- antntoxn@stem (CDS_0034)
antl -repressor (CDS_0037)

anti-repressor (CDS_0032)
38 39 40

33 | 35
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46
4243 44 iST phosphoadenosine phosphosulfate reductase (CDS_0047)

| 1 1 1 " L |

NC_028656.1: 32,042-43,876 (+)
released from the phage upon host infection (CDS_0041)

Virulence-associated protems (VF0679) (CDS 0036)
antitoxin from a toxin-antitoxin sy system (CDS_( 0034)
MTase_I_00048 Type (CDS_0030] |
anti-repressor (CDS_0037)

anti-repressor (CDS_0032)

28 29 33 | 35

46
38 39 40 (4243 44 45Tphosphoadenosine phosphosulfate reductase (CDS_0047)
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NC_028449.1:29,665-42,812 (+)
Virulence-associated protelns (VF0679) (CDS_0038)
phosphoadenosme phosphosulfate reductase (CDS_0045)

antitoxin from a toxin-antitoxin system (CDS_0036)
Mom-like DNA modification protein (CDS_0041)
anti-repressor (CDS_ 0034)‘ —E
antl repressor (CDS_0039) 44 single strand DNA binding protein (CDS_0050)
35 | 37 | 40 | 4243] 49 T RecT-like ssDNA annealing protein (CDS_0052)
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IMGVR_UViG_2939521961_000016|2939521961]2939521961|3563225-3626495: 30-,661-42,216 (+)
Virulence-associated proteins (VF0679) (CDS_0035)
MTase_|I_00048 Type (CDS_0031)
toxin of TA system (CDS_0034)
anti-repressor (CDS_0036) 44
anti-repressor (CDS_0033) 37 38 39 40 41 42 @T phosphoadenosine phosphosulfate reductase (CDS_0045)

—— —
TemPhD_cluster_39209_:32,040-44,356 (+)

Virulence-associated proteins (VF0679) (CDS_0035)

toxin of TA system (CDS_0034)
anti-repressor (CDS_0036) 44
anti-repressor (CDS_0033) 37 38 39 40 41 42 43| 45

I 1 ] —
TemPhD_cluster_56598:32,279-44,332 (+)
antitoxin from a toxin-antitoxin system (CDS_0031)
HNH endonuclease (CDS_0034)
toxin (CDS_0032) 37 42
23 24 25  anti-repressor (CDS_0030)33 | 35 36[3839 40 41] 43 4445

TemPhD_cluster_56530: 19,503-42,465 (+)
antitoxin from a toxin-antitoxin system (CDS_0031)
HNH endonuclease (CDS_0034) phosphoadenosine phosphosulfate reductase (CDS_0043)
toxin (CDS_0032) 37 42
anti-repressor (CDS_0030)33 | 35 36[3839 40 41]

NC_049918.1:19,515-41,256 (+)

9000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC) virulence (VFDB)
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anti-defence (dbAPIS)
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