
uvig_493023: 32,432-39,500 (+)

53 54 55 56 57 58 59 60 61 62 63 64 65
Lpg2644 (VF0800) (CDS_0066)

Sak4-like ssDNA annealing protein (CDS_0067)

68
single strand DNA binding protein

uvig_190765: 32,523-40,111 (+)

53 54 55 56 57 59 60 61

MGV-GENOME-0294266: 34,419-40,241 (+)

60 Lpg2644 (VF0800) (CDS_0064) 65 single strand DNA binding protein (CDS_0068)
replication initiation protein (CDS_0069)

70

IMGVR_UViG_3300045988_038137|3300045988|Ga0495776_132760: 33,421-39,527 (+)

57 61

uvig_414074: 33,678-39,896 (+)

61 62 66

IMGVR_UViG_3300045988_016923|3300045988|Ga0495776_172128: 35,462-42,304 (+)

65

MGV-GENOME-0302554: 36,592-40,619 (+)

61 62

IMGVR_UViG_3300029719_000016|3300029719|Ga0245179_1000802: 36,537-40,460 (+)

61 62 66

IMGVR_UViG_3300045988_018873|3300045988|Ga0495776_005881: 36,592-40,619 (+)

61 62 66

MGV-GENOME-0305268: 36,512-41,583 (+)

63 64 65

MGV-GENOME-0283469: 32,884-39,787 (+)

59 61 62 67

IMGVR_UViG_3300045988_011519|3300045988|Ga0495776_027582: 32,083-38,927 (+)

59 60

MGV-GENOME-0280867: 32,880-39,304 (+)

61 62 63

IMGVR_UViG_3300045988_009766|3300045988|Ga0495776_095170: 33,960-40,078 (+)

60 61 62

IMGVR_UViG_3300045988_023317|3300045988|Ga0495776_113238: 41,518-48,734 (+)

68 69capH (CDS_0070) 72 73

3000 nt
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