
SRS062654_a1_ct28081_vs1: 10,738-16,004 (+)

endolysin (CDS_0016) adaptor Ad4 (CDS_0017) 18 19 20 21 22 23

MGV-GENOME-0108965: 117-5,603 (-)

12

MGV-GENOME-0106524: 10,507-15,931 (+)

21 22

SAMN11893712_a1_ct919_vs1: 9,982-15,132 (+)

20

uvig_88430: 3-5,730 (-)

12holin

MGV-GENOME-0112176: 10,884-16,293 (+)

22 23

uvig_82074: 49-5,242 (-)

1

SRS147557_a1_ct207655_vs1: 11,433-17,003 (+)

23 24 25

MGV-GENOME-0077624: 8,384-13,767 (+)

15 16

MGV-GENOME-0110435: 10,734-16,288 (+)

22 23 24 25

SAMEA5803441_a1_ct7385_vs1: 262-5,652 (-)

12

uvig_105982: 277-5,926 (-)

123

MGV-GENOME-0117472: 11,201-16,501 (+)

21 22 23

MGV-GENOME-0113871: 282-5,861 (-)

1234

uvig_247212: 3-5,273 (-)

123

MGV-GENOME-0105583: 10,841-16,003 (+)

21 22

MGV-GENOME-0110341: 273-5,328 (-)

12

MGV-GENOME-0072614: 8,254-13,309 (+)

14 15

SAMN09781715_a1_ct65121_vs1: 64-5,030 (-)

12

MGV-GENOME-0110987: 288-5,615 (-)

12

MGV-GENOME-0111768: 3-5,614 (-)

1234

uvig_217090: 1-5,328 (-)

123

MGV-GENOME-0111550: 10,674-16,427 (+)

20 21 22 23

uvig_246870: 1-5,466 (-)

123

Ma_2019_SRR341670_NODE_1642_length_17239_cov_60.530668: 65-6,094 (-)

1234

MGV-GENOME-0106503: 10,425-16,126 (+)

21 22 23 24

MGV-GENOME-0106942: 49-5,713 (-)

1234510

MGV-GENOME-0108875: 24-5,290 (-)

1234

2000 nt

connector lysis unknown function


