
TemPhD_cluster_28988: 13,967-32,948 (+)

21 22 23 24 25 26 27 28 2930 31 32 33 34 35 36 37
38

39
40

41 exonuclease (CDS_0042)

TemPhD_cluster_40101: 13,967-32,947 (+)

26 27 28 2930 31 32 33 34 35 36 39

TemPhD_cluster_58715: 13,967-34,418 (+)

26 Erebus__EruA (CDS_0027) 2829 30 31
ThsC2_00001 HIT (CDS_0032)

33 34 35 36 37

TemPhD_cluster_39891_: 13,967-33,693 (+)

26 Erebus__EruA (CDS_0027) 2829 30 31
ThsC2_00001 HIT (CDS_0032)

33 34 35 36

TemPhD_cluster_34926: 13,967-33,704 (+)

26 Erebus__EruA (CDS_0027) 2829 30 31
ThsC2_00001 HIT (CDS_0032)

33 34 35

TemPhD_cluster_47443_: 13,967-33,328 (+)

26 27

PD-T4-10__PD-T4-10_A (CDS_0028)

VCA0447 (CDS_0029)
30 31 32

ThsC2_00001 HIT (CDS_0033)

34 35 36 37

TemPhD_cluster_29081: 13,967-32,129 (+)

26 27

PD-T4-10__PD-T4-10_A (CDS_0028)

VCA0447 (CDS_0029)
30 31 32

ThsC2_00001 HIT (CDS_0033)

34 35 36 37

TemPhD_cluster_29052: 13,967-31,299 (+)

26 27 28 2930 31 32 33 34 35 36 37

TemPhD_cluster_28974: 13,967-33,327 (+)

26 27

PD-T4-10__PD-T4-10_A (CDS_0028)
VCA0447 (CDS_0029)

30 31 32 33 34 35 36

TemPhD_cluster_35171: 13,967-32,226 (+)

26
SEFIR__bSEFIR (CDS_0027)

28 29 30 31 32 33 34 35 36

TemPhD_cluster_40141: 13,967-32,855 (+)

26 27 28 29 30 31 32 33 34 35 36

TemPhD_cluster_28947: 13,967-34,226 (+)

26 27
ShosTA__ShosA (CDS_0028)

29 30 31 32 33 34 35 36

TemPhD_cluster_24200: 13,967-33,085 (+)

26 27 28 29 30 31 32 33

TemPhD_cluster_10950: 13,967-32,706 (+)

26 27 28 29 30 31 3233 34 35 36 37

TemPhD_cluster_28905: 13,967-34,814 (+)

26 27 28 29 30 31 32
PD-Lambda-1_WP_005960421.1 (CDS_0033)

34 35 36 37

TemPhD_cluster_47169: 13,967-32,769 (+)

26

PtuB1_00014 Unknown (CDS_0027)
PtuA1_00002 AAA (CDS_0028)

29 30 31 32
RM_Type_II__Type_II_REase06 (CDS_0033)

34

TemPhD_cluster_27420: 7,513-25,898 (+)

16
17

18 19 20 21 22 23 24
ThsC2_00001 HIT (CDS_0025)

26

TemPhD_cluster_23235: 13,967-33,497 (+)

26 27 28 29
FarAB (VF0450) (CDS_0030)

31 32 33 34 35 36
ThsC2_00001 HIT (CDS_0037)

38 39

TemPhD_cluster_47089: 13,967-34,494 (+)

26 27 28
FarAB (VF0450) (CDS_0029)

30 31 32 33
RM_Type_II__Type_II_REase06 (CDS_0034)

35

TemPhD_cluster_39788_: 13,966-34,076 (+)

26 27 Avs2_00004 (CDS_0028) 29 30 31 32

TemPhD_cluster_47425_: 13,967-34,258 (+)

26 27 28 29 30 31
ThsC2_00001 HIT (CDS_0032)

33 34 40 41
CII-like transcriptional activator (CDS_0042)

TemPhD_cluster_58844: 13,967-35,309 (+)

26 Ankyrin (CDS_0027)

pVip-near-kinase Viperins (CDS_0028)
VakA (CDS_0029)

30 31 32 33

TemPhD_cluster_58960: 13,967-33,777 (+)

26 Ankyrin (CDS_0027)

pVip-near-kinase Viperins (CDS_0028)
VakA (CDS_0029)

30 31 32 33
ThsC2_00001 HIT (CDS_0034)

35 36

TemPhD_cluster_40212: 13,967-32,692 (+)

26
PDC-S49_WP_081616400.1 (CDS_0027)

28 29 30 31 32
ThsC2_00001 HIT (CDS_0033)

34 35 36 42

TemPhD_cluster_27000: 13,967-35,109 (+)

26

PtuB1_00020 Unknown (CDS_0027)
PtuA1_00004 AAA (CDS_0028)

29 30 31 32 33
ThsC2_00001 HIT (CDS_0034)

35 36 37

TemPhD_cluster_20969: 13,967-35,091 (+)

26 27 28 29
SEFIR__bSEFIR (CDS_0030)

31 32 33

ThsC2_00001 HIT (CDS_0034)

35 41 42

TemPhD_cluster_47402_: 13,967-34,185 (+)

26 2728
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0029)

30 31

TemPhD_cluster_40681: 13,967-32,698 (+)

26 27 28 29 30 DRT_2__drt2 (CDS_0031)

TemPhD_cluster_39869_: 13,970-35,308 (+)

26 27
ShosTA__ShosA (CDS_0028)

29 30 31 32 33

TemPhD_cluster_39881_: 13,970-35,208 (+)

26 27
ShosTA__ShosA (CDS_0028)

29 30 31 32

TemPhD_cluster_47168: 13,970-30,769 (+)

26

KwaA_00013 Unknown (CDS_0027)
Kiwa__KwaB (CDS_0028)

29 30 31 32 33 34 35 36 exonuclease

TemPhD_cluster_47167: 13,970-33,926 (+)

26

KwaA_00013 Unknown (CDS_0027)
Kiwa__KwaB (CDS_0028)

29 30 31 32 33 34 35 36

TemPhD_cluster_47212: 13,967-35,261 (+)

26 27 28 29 30 31 32 33 34

TemPhD_cluster_47295_: 13,602-30,493 (+)

20 25 26 27 28 29 30 31 32 33 34 35 36

TemPhD_cluster_59012: 13,967-36,086 (+)

26 27 28 29 30 31 32 33 34 35 36

TemPhD_cluster_58917: 13,967-33,559 (+)

26 27 28 29 30 31 32 33 34 35
RM_Type_II__Type_II_REase06 (CDS_0036)

37

8000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


