CBASS__AG_E1_ThiF ThiF family (CDS_0039)
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Monaco_MBA4014_NODE_2_length_48278_cov_826.969392: 34,845-39,824 (+)
40

IMGVR_UViG_3300045988_118400|3300045988|Ga0495776_047160:35,177-38,829 (+)
40 41 46
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SAMNO9781739_al_ct11559:36,584-42,428 (+)
33 38 39

IMGVR_UViG_3300045988_129935|3300045988|Ga0495776_010679:35,106-40,553 (+)
37 38 42

IMGVR_UViG_3300029538_000002|3300029538|Ga0244900_100533: 34,684-40,148 (+)
32 33
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uvig_245060: 25,401-31,573 (+)
37 38

MGV-GENOME-0293732: 34,796-39,183 (+)
DnaB-like replicative helicase (CDS_0031) 36 37 42 43

uvig 9080:33,415-39,090 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)




