
TemPhD_cluster_62098: 11,790-24,358 (+)

anti-TA (APIS117) (CDS_0016)
17 18

exonuclease (CDS_0019)
20 21 22 23

retron_type_VI_hth_cluster2_1 (CDS_0024)
DNA primase (CDS_0025)

transcriptional repressor (CDS_0026)

27 28
head-tail adaptor (CDS_0029)

30

TemPhD_cluster_37621_: 13,082-24,118 (+)

transcriptional repressor (CDS_0019)

retron_type_VI_hth_cluster2_1 (CDS_0020)
transcriptional repressor (CDS_0022)

23 28

uvig_107360: 11,613-24,724 (+)

16 17 22
transcriptional repressor (CDS_0023)

retron_type_VI_hth_cluster2_1 (CDS_0024)

TemPhD_cluster_37583_: 9,857-23,285 (+)

15 20
transcriptional repressor (CDS_0021)

retron_type_VI_hth_cluster2_1 (CDS_0022)

TemPhD_cluster_51121: 13,430-24,881 (+)

RusA-like Holliday junction resolvase (CDS_0022)
transcriptional repressor (CDS_0023)

retron_type_VI_hth_cluster2_1 (CDS_0024)

DNA primase (CDS_0025)

TemPhD_cluster_30399: 10,969-25,072 (+)

20

RusA-like Holliday junction resolvase (CDS_0022)

transcriptional repressor (CDS_0023)
retron_type_VI_hth_cluster2_1 (CDS_0024)

uvig_369855: 11,399-25,692 (+)

PDC-S25_WP_158408084.1 (CDS_0015)
transcriptional repressor (CDS_0021)

retron_type_VI_hth_cluster2_1 (CDS_0022)

DNA helicase (CDS_0023)

MGV-GENOME-0246098: 10,019-24,547 (+)

lipoprotein (CDS_0015) membrane protein (CDS_0016)

RusA-like Holliday junction resolvase (CDS_0021)

transcriptional repressor (CDS_0022)
retron_type_VI_hth_cluster2_1 (CDS_0023)

DNA primase (CDS_0024) transcriptional repressor (CDS_0025)

TemPhD_cluster_51284: 9,782-23,555 (+)

16
RusA-like Holliday junction resolvase (CDS_0020)

tRNA-Gly(GCC) 21 retron_type_VI_hth_cluster2_1 (CDS_0022)

TemPhD_cluster_26216: 12,750-24,798 (+)

transcriptional repressor (CDS_0022)
23

MGV-GENOME-0207465: 5,334-17,453 (+)

12
transcriptional repressor (CDS_0013)

14

TemPhD_cluster_61992: 12,771-24,734 (+)

22 23 24

TemPhD_cluster_61993: 10,875-24,699 (+)

HNH endonuclease (CDS_0019)
RusA-like Holliday junction resolvase (CDS_0022)

23 24

TemPhD_cluster_37423_: 12,457-23,475 (+)

HNH endonuclease (CDS_0019)
transcriptional repressor (CDS_0023)

24 DNA helicase (CDS_0025)

IMGVR_UViG_3300014598_000009|3300014598|Ga0121374_100082|37490-77311: 15,919-29,156 (+)

27 28 29 32 34

TemPhD_cluster_36839_: 12,621-27,429 (+)

22
transcriptional repressor (CDS_0023)

24 26 27 28

TemPhD_cluster_43118: 10,642-26,583 (+)

HNH endonuclease (CDS_0019) 23

RusA-like Holliday junction resolvase (CDS_0025)

transcriptional repressor (CDS_0026)
retron_type_VI_hth_cluster2_1 (CDS_0027)

DNA helicase (CDS_0028) 29

TemPhD_cluster_62095: 10,642-25,176 (+)

RusA-like Holliday junction resolvase (CDS_0023)

transcriptional repressor (CDS_0024)
retron_type_VI_hth_cluster2_1 (CDS_0025)

26 27

IMGVR_UViG_2872102953_000001|2872102953|2872102953|1835342-1877032: 13,643-29,297 (+)

16 1718
RusA-like Holliday junction resolvase (CDS_0024)

25 retron_type_VI_hth_cluster2_1 (CDS_0026) 28 transposase (CDS_0029)

TemPhD_cluster_33452: 9,433-23,131 (+)

endonuclease (CDS_0010) 18

TemPhD_cluster_62259: 10,109-24,058 (+)

21 22 capH (CDS_0023)

uvig_395103: 7,259-20,435 (+)

PDC-S35_WP_044054203.1 (CDS_0011) 17 capH (CDS_0018)

IMGVR_UViG_3300011959_000054|3300011959|Ga0120831_100002|3-39892: 15,632-27,954 (+)

25 26 capH (CDS_0027)

uvig_325022: 11,762-24,655 (+)

22
capH (CDS_0023)

DNA helicase (CDS_0024)

MGV-GENOME-0267952: 14,348-27,504 (+)

25
CI-like repressor (CDS_0026)

transcriptional regulator (CDS_0027)

TemPhD_cluster_24884: 12,478-24,784 (+)

23 24
CI-like repressor (CDS_0025)

transcriptional regulator (CDS_0026)

TemPhD_cluster_33206: 33,005-38,367 (+); 1-7,135 (+)

1 2 3CI-like repressor (CDS_0043)
transcriptional regulator (CDS_0044)

TemPhD_cluster_50846: 32,000-37,362 (+); 1-7,114 (+)

1 2
transcriptional repressor (CDS_0041)

42

TemPhD_cluster_61793: 32,534-37,405 (+); 1-7,134 (+)

1 2 3
transcriptional repressor (CDS_0041)

42

TemPhD_cluster_50947: 32,187-36,986 (+); 1-6,291 (+)

1 2 3
transcriptional repressor (CDS_0044)

45

6000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (PADLOC) anti-defence (dbAPIS) tRNA


