
IMGVR_UViG_2915665031_000003|2915665031|2915665124|198896-235034: 25,132-35,695 (+)

head closure (CDS_0035)
36

tail protein (CDS_0037)

38 39 40 41 42 43 44 45 46 47

IMGVR_UViG_2841378946_000001|2841378946|2841378946|1032702-1064684: 22,659-31,539 (+)

membrane protein (CDS_0035)
36 37

IMGVR_UViG_2887899303_000002|2887899303|2887899303|5906152-5943255: 25,744-36,360 (+)

36 37 38

IMGVR_UViG_2915665031_000001|2915665031|2915665062|53803-94329: 29,496-40,083 (+)

PtuB1_00020 Unknown (CDS_0040) PtuA1_00004 AAA (CDS_0041) 42

IMGVR_UViG_2854703751_000003|2854703751|2854703806|26662-58582: 21,761-31,477 (+)

32 33

IMGVR_UViG_2690315660_000002|2690315660|2690316927|117816-153902: 24,012-35,643 (+)

Cyclase_00033 oligonucleotide-cyclase (CDS_0039)
Effector_00059 4TM (CDS_0040) 41 42

IMGVR_UViG_2893772002_000001|2893772002|2893772004|253665-289986: 25,504-35,878 (+)

Dazbog__DzbB (CDS_0039)
Dazbog__DzbA (CDS_0040) 41

IMGVR_UViG_3300048921_000591|3300048921|Ga0496118_0000027|218643-254474: 24,020-35,388 (+)

36 37

IMGVR_UViG_2648501817_000001|2648501817|2648570085|119303-157376: 26,945-37,630 (+)

36 37 38 39

IMGVR_UViG_2747843224_000002|2747843224|2747889203|3611993-3644010: 22,378-31,574 (+)

35

IMGVR_UViG_2816332557_000001|2816332557|2816360352|1543245-1574873: 21,019-31,185 (+)

32 Dazbog__DzbA (CDS_0033)

IMGVR_UViG_3300014497_000285|3300014497|Ga0182008_10000095|18301-51480: 23,076-32,736 (+)

38 39

IMGVR_UViG_2582581301_000003|2582581301|2582696051|5759182-5800331: 27,898-40,706 (+)

39 40 41 Menshen__NsnA (CDS_0042)

IMGVR_UViG_2841378946_000002|2841378946|2841378946|1404619-1437701: 22,953-32,615 (+)

36 Menshen__NsnA (CDS_0037)

IMGVR_UViG_2893777743_000001|2893777743|2893777744|188898-224722: 24,734-35,381 (+)

38 39 40 41

TemPhD_cluster_62378: 24,539-34,694 (+)

tail protein (CDS_0033) 37 38 39 40

IMGVR_UViG_2893823896_000001|2893823896|2893823896|1-35429: 24,538-34,985 (+)

36 37

IMGVR_UViG_2854732871_000002|2854732871|2854732939|264015-296219: 21,314-31,859 (+)

34 35 36 41

IMGVR_UViG_2917730406_000001|2917730406|2917730407|27339-61113: 21,429-33,331 (+)

tail protein (CDS_0033) 37 38 39 40 41

IMGVR_UViG_2623620550_000004|2623620550|2623651891|134675-167826: 23,525-32,806 (+)

35 membrane protein (CDS_0036)

IMGVR_UViG_2623620586_000005|2623620586|2623654224|114715-146866: 22,525-32,151 (+)

33 membrane protein (CDS_0034) 39

IMGVR_UViG_2747843224_000003|2747843224|2747889203|5560969-5594204: 20,864-32,866 (+)

transposase (CDS_0033)

transposase (CDS_0034)
transposase (CDS_0035)

36 37 membrane protein (CDS_0038)

IMGVR_UViG_2623620549_000004|2623620549|2623651766|1065206-1098774: 23,386-33,223 (+)

37 38 membrane protein (CDS_0039)

IMGVR_UViG_2893789372_000003|2893789372|2893789374|115647-154903: 26,504-38,911 (+)

42 PifA (CDS_0043) 44 45

IMGVR_UViG_2885080285_000002|2885080285|2885080396|61017-94154: 21,901-32,792 (+)

34 35 36 37

IMGVR_UViG_2609459643_000003|2609459643|2609475211|116516-149590: 20,906-33,074 (+)

SEFIR__bSEFIR (CDS_0035)
PtuB1_00026 Unknown (CDS_0036)

PtuA1_00026 AAA (CDS_0037)

IMGVR_UViG_2728369375_000004|2728369375|2728434708|5037245-5069419: 22,969-32,174 (+)

36 40

IMGVR_UViG_2854692064_000003|2854692064|2854692077|22905-55530: 21,234-32,589 (+)

35 serine-threonine kinase (CDS_0036) 39

IMGVR_UViG_2775506965_000001|2775506965|2775533201|1795887-1833468: 24,702-37,138 (+)

32 33 39

HTH DNA binding protein (CDS_0040)
PDC-S67_WP_013220863.1 (CDS_0041)

42 43

IMGVR_UViG_2757320360_000001|2757320360|2757325613|1760243-1796681: 24,650-35,995 (+)

40 41 42

IMGVR_UViG_2623620540_000003|2623620540|2623650947|168992-204800: 23,813-35,439 (+)

DS-23__DS-23 (CDS_0035) 36 41

IMGVR_UViG_2893789372_000001|2893789372|2893789372|186165-221186: 24,360-35,021 (+)

39 40 41 42 43 44

IMGVR_UViG_2576861772_000001|2576861772|2576921674|185274-220452: 22,297-35,142 (+)

REase_MTase_IIG_00004 Type (CDS_0037) 38 39 40 41

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC)


