
IMGVR_UViG_3300048921_000591|3300048921|Ga0496118_0000027|218643-254474: 1-12,573 (+)

nicking at origin of replication (CDS_0001)
2 3 4

SspD_00001 SspD (CDS_0005)

6 7 8 9
portal protein (CDS_0010)

terminase large subunit (CDS_0011)
head scaffolding protein (CDS_0012)

13 terminase small subunit

IMGVR_UViG_2609459643_000003|2609459643|2609475211|116516-149590: 1-10,514 (+)

SspD_00001 SspD (CDS_0004) 5 6 7 8

IMGVR_UViG_2885080285_000002|2885080285|2885080396|61017-94154: 1-10,974 (+)

SspD_00001 SspD (CDS_0004) 5 6 7

IMGVR_UViG_2915665031_000001|2915665031|2915665062|53803-94329: 1-18,503 (+)

SspD_00001 SspD (CDS_0004) 5 6 7 8 9 10 11 12

IMGVR_UViG_3300014497_000285|3300014497|Ga0182008_10000095|18301-51480: 1-11,158 (+)

2 3 4 5 6 7 8 Phosphoribosyltransferase (CDS_0009)

IMGVR_UViG_2841378946_000002|2841378946|2841378946|1404619-1437701: 1-11,713 (+)

4 5 6 7 8 9

IMGVR_UViG_2623620550_000004|2623620550|2623651891|134675-167826: 1-11,957 (+)

4
vanH_gen-NCBIFAM D-lactate dehydrogenase VanH (NF000492.1) (CDS_0005)

6 7

IMGVR_UViG_2623620586_000005|2623620586|2623654224|114715-146866: 1-11,085 (+)

4
vanH_gen-NCBIFAM D-lactate dehydrogenase VanH (NF000492.1) (CDS_0005)

6

IMGVR_UViG_2816332557_000001|2816332557|2816360352|1543245-1574873: 1-9,889 (+)

4 5

IMGVR_UViG_2893777743_000001|2893777743|2893777744|188898-224722: 1-13,098 (+)

DNA methyltransferase (CDS_0004)
5 6 7 O-acetyltransferase (CDS_0008)

IMGVR_UViG_2893789372_000003|2893789372|2893789374|115647-154903: 1-14,395 (+)

2 4
SspD_00001 SspD (CDS_0005)

6 7 8 9 10 11 12 13 14

IMGVR_UViG_2690315660_000002|2690315660|2690316927|117816-153902: 1-12,620 (+)

4 5 6 7 8 9 10 11

IMGVR_UViG_2893789372_000001|2893789372|2893789372|186165-221186: 1-12,582 (+)

4
excisionase (CDS_0005)

6

REase_II_00054 Type (CDS_0007)
RM_Type_II__Type_II_MTases_FAM_41 (CDS_0008)

9 10

IMGVR_UViG_2576861772_000001|2576861772|2576921674|185274-220452: 1-11,096 (+)

4

excisionase (CDS_0005)

6 7
VCA0410 (CDS_0008)

9 10

IMGVR_UViG_2747843224_000002|2747843224|2747889203|3611993-3644010: 1-11,548 (+)

4
excisionase (CDS_0005)

integrase (CDS_0006) 7 8

IMGVR_UViG_2623620549_000004|2623620549|2623651766|1065206-1098774: 1-11,854 (+)

3
excisionase (CDS_0005)

6 7

RM_Type_IV__Type_IV_05 (CDS_0008)

9

IMGVR_UViG_2623620540_000003|2623620540|2623650947|168992-204800: 1-13,399 (+)

SspD_00001 SspD (CDS_0004)
5

excisionase (CDS_0006)

7 8 IetS_00001 (CDS_0009)

IMGVR_UViG_2887899303_000002|2887899303|2887899303|5906152-5943255: 1,788-10,994 (+)

3
excisionase (CDS_0004)

5 6 7

IMGVR_UViG_2648501817_000001|2648501817|2648570085|119303-157376: 1-12,095 (+)

3
excisionase (CDS_0004)

5 6 7 8

IMGVR_UViG_2917730406_000001|2917730406|2917730407|27339-61113: 1-9,371 (+)

4 5 6
excisionase (CDS_0007)

8

IMGVR_UViG_2919870784_000001|2919870784|2919870784|1353389-1387640: 1-12,392 (+)

4
SspD_00001 SspD (CDS_0005)

6

excisionase (CDS_0007)

8 9 10 11

IMGVR_UViG_2854692064_000003|2854692064|2854692077|22905-55530: 1-10,176 (+)

4
SspD_00001 SspD (CDS_0005)

6

excisionase (CDS_0007)

8

IMGVR_UViG_2839348582_000003|2839348582|2839348623|195739-227603: 1-9,827 (+)

Phosphoribosyltransferase (CDS_0004) 9 10 11

IMGVR_UViG_2854703751_000003|2854703751|2854703806|26662-58582: 1-9,814 (+)

Phosphoribosyltransferase (CDS_0004) 9

IMGVR_UViG_2854709580_000003|2854709580|2854709656|26627-58879: 1-10,215 (+)

Phosphoribosyltransferase (CDS_0004) 7

IMGVR_UViG_2854721246_000003|2854721246|2854721302|26627-58470: 1-9,806 (+)

Phosphoribosyltransferase (CDS_0004) 9

IMGVR_UViG_2757320360_000001|2757320360|2757325613|1760243-1796681: 1-13,755 (+)

4
excisionase (CDS_0005)

6 7 8 9
ShosTA__ShosA (CDS_0010)

Phosphoribosyltransferase (CDS_0011)

IMGVR_UViG_2893823896_000001|2893823896|2893823896|1-35429: 1-14,164 (+)

4 5 6 7 8 9

IMGVR_UViG_2854732871_000002|2854732871|2854732939|264015-296219: 1-10,940 (+)

4 5 6 7 8

IMGVR_UViG_2728369375_000004|2728369375|2728434708|5037245-5069419: 1-12,317 (+)

4 5 6
DS-37__DS-37 (CDS_0007)

8 9

IMGVR_UViG_2893795219_000001|2893795219|2893795219|206322-242839: 1-17,137 (+)

4
SspD_00001 SspD (CDS_0005)

6 7 8 9 10 11
PD-Lambda-2_C_WP_060202871.1 (CDS_0012)

Rst_gop_beta_cll__cll (CDS_0013)

IMGVR_UViG_2893772002_000001|2893772002|2893772004|253665-289986: 1-13,632 (+)

4
SspD_00001 SspD (CDS_0005)

6 7 8 9 excisionase and transcriptional regulator (CDS_0010)

IMGVR_UViG_2915665031_000003|2915665031|2915665124|198896-235034: 1-13,736 (+)

4 5 6
PDC-M63A_WP_219342155.1 (CDS_0007)

8 9 10 11 12

IMGVR_UViG_2582581301_000003|2582581301|2582696051|5759182-5800331: 1-16,126 (+)

4
SspD_00001 SspD (CDS_0005)

6 7 8
PDC-M17B_WP_204484574.1 (CDS_0009)

10 11 12

IMGVR_UViG_2854697920_000005|2854697920|2854697964|284270-319681: 1-14,332 (+)

2 3 4
queuine tRNA-ribosyltransferase (CDS_0005)

6 7 8 9 10

TemPhD_cluster_62378: 33,909-35,138 (+); 1-14,058 (+)

2 3 4 5 6 7 8 944 45
46

47

IMGVR_UViG_2775506965_000001|2775506965|2775533201|1795887-1833468: 1-14,736 (+)

2 3 4
queuine tRNA-ribosyltransferase (CDS_0005)

6 7 8 9 10 11

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC) AMR (AMRFinderPlus)


