
TemPhD_cluster_32844: 23,643-29,354 (+)

Abc2 anti-RecBCD (APIS020) (CDS_0024)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0025)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0026)

Erf-like ssDNA annealing protein (CDS_0027)

Erf recombination cofactor Arf (CDS_0028)

Kil protein for bacterial septation inhibition (CDS_0029)

CIII anti-termination (CDS_0030)
31 32 33

Ral anti-RM (APIS009) (CDS_0034)
anti-termination protein N-like (CDS_0035) 36

transcriptional regulator (CDS_0037)

TemPhD_cluster_61155: 23,643-29,474 (+)

31 32 33 Ral anti-RM (APIS009) (CDS_0034)

TemPhD_cluster_32944: 23,643-28,997 (+)

31 32 HNH endonuclease (CDS_0033)

TemPhD_cluster_42474: 23,643-29,125 (+)

Kil protein for bacterial septation inhibition (CDS_0027)
29 30 31

TemPhD_cluster_26083: 24,020-29,301 (+)

30 31 Ral anti-RM (APIS009) (CDS_0032) CII-like transcriptional activator (CDS_0036)

TemPhD_cluster_36913_: 23,918-28,910 (+)

29

TemPhD_cluster_50280: 24,020-29,328 (+)

30 31

TemPhD_cluster_3971_: 24,020-29,282 (+)

30

TemPhD_cluster_29980: 25,027-30,443 (+)

37 38

TemPhD_cluster_10574: 24,020-29,436 (+)

30 31

TemPhD_cluster_61749: 22,079-27,296 (+)

27

TemPhD_cluster_36969_: 24,527-29,088 (+)

30 31 33 34

CII-like transcriptional activator (CDS_0035)

tail protein (CDS_0036)
replication initiation O-like

TemPhD_cluster_13745: 24,527-29,142 (+)

31 33 34 35
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