
MGV-GENOME-0364019: 7,071-15,115 (+)

6 7 8 9 10 11 12 13 14 15 16

IMGVR_UViG_3300029881_000004|3300029881|Ga0245307_1000288: 1-17,556 (+)

1 2
tail fiber protein (CDS_0003)

4 8 9 10 11 17

uvig_389204: 1-16,939 (+)

3 4 5 9 10 14

uvig_591433: 1-14,919 (+)

4 8 9

uvig_122593: 1-18,200 (+)

3 5 9 10 11
12

13

IMGVR_UViG_3300045988_001753|3300045988|Ga0495776_011610: 1-18,381 (+)

3 5 9 1011 12

MGV-GENOME-0341079: 1-16,825 (+)

virion structural protein (CDS_0004) 8 9 10

MGV-GENOME-0364228: 1-17,447 (+)

4 8 9 10 11 12

IMGVR_UViG_3300045988_001907|3300045988|Ga0495776_076150: 1-19,284 (+)

4 9 10
11

12 13 14

IMGVR_UViG_3300045988_006378|3300045988|Ga0495776_027317: 3,014-15,134 (+)

homing endonuclease with GIY-YIG motif
6 10 11 12 13 14

IMGVR_UViG_3300045988_014364|3300045988|Ga0495776_011645: 2,401-20,082 (+)

5 6 10 1112
13

14 15 16 17 18

MGV-GENOME-0366822: 2,401-20,082 (+)

10 1112
13

14 15 16 17 18

IMGVR_UViG_3300045988_009290|3300045988|Ga0495776_112005: 1-20,194 (+)

9 10 11 12 13 14 15 16

MGV-GENOME-0365330: 2,401-18,902 (+)

10 11 12 13 14 15

uvig_596116: 1-19,916 (+)

4 tail fiber protein (CDS_0005) 9 10 11 12
HEase_00016 homing (CDS_0013)

14 15 16 17

MGV-GENOME-0363827: 1-18,728 (+)

4 8 9 10 11 12 13 14 15

uvig_9003: 1-18,436 (+)

9
10

11 12 13

uvig_25670: 1-18,472 (+)

9
10

11 12 13

IMGVR_UViG_3300045988_014093|3300045988|Ga0495776_095721: 1-19,454 (+)

9
10

11 12 13 14 15

MGV-GENOME-0360000: 2,401-19,455 (+)

4 10
11

12 13 14 15 16

IMGVR_UViG_3300045988_022371|3300045988|Ga0495776_095781: 1-18,722 (+)

9 10 11 12 13

uvig_145053: 1-18,719 (+)

9 10 11 12

IMGVR_UViG_3300045988_005306|3300045988|Ga0495776_132123: 1-17,235 (+)

9 10

MGV-GENOME-0360259: 1-13,237 (+)

2 4 5 6

MGV-GENOME-0358380: 1-13,635 (+)

tail fiber protein (CDS_0003) virion structural protein (CDS_0004)

MGV-GENOME-0363305: 1-15,687 (+)

7
10

11

HEase_00016 homing (CDS_0012)

13

uvig_372688: 2,400-16,301 (+)

4 6 10 11 12 13

SAMN03418259_a1_ct6248: 1-12,186 (+)

2 4 5 6 10 11 13

MGV-GENOME-0359528: 2,400-17,514 (+)

3 5 10

HEase_00016 homing (CDS_0011)
12

13

MGV-GENOME-0361578: 2,402-17,077 (+)

3 4 7 9 10 12 13

IMGVR_UViG_3300045988_007186|3300045988|Ga0495776_095794: 2,402-17,077 (+)

9 10

IMGVR_UViG_3300045988_003399|3300045988|Ga0495776_075879: 3,396-19,184 (+)

virion structural protein (CDS_0004) 5 9 10 11 12 13 14

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081: 2,400-17,378 (+)

3 4 tail fiber protein (CDS_0005) 10
11

12 14

uvig_257531: 2,400-14,053 (+)

3 4 9 10 12 13 14

uvig_249047: 2,400-14,053 (+)

9 10

uvig_353128: 2,400-18,584 (+)

4 5 10 11

uvig_597049: 2,400-16,955 (+)

3 4 9 10 13

uvig_584153: 2,400-16,547 (+)

4 9 10

uvig_585405: 2,400-17,035 (+)

9 10

MGV-GENOME-0364007: 4,220-19,759 (+)

5 10 mads_1 (CDS_0011) 17

IMGVR_UViG_3300045988_005879|3300045988|Ga0495776_017629: 8,080-19,528 (+)

9 11 12 13 14 15 19

MGV-GENOME-0361897: 8,080-19,473 (+)

11 12 13 14

MGV-GENOME-0367808: 8,536-18,352 (+)

10 11 13 14 15 16

IMGVR_UViG_3300045988_053629|3300045988|Ga0495776_000745: 7,397-17,889 (+)

12 13 14 15

MGV-GENOME-0366269: 6,556-17,936 (+)

11 12 13 14 17

uvig_585103: 4,754-16,270 (+)

4 9 10 1112

MGV-GENOME-0364673: 4,811-16,523 (+)

4 5 6 11 12 13 15

MGV-GENOME-0361912: 93,573-94,117 (+); 1-14,197 (+)

1 3 4 7 8103

IMGVR_UViG_3300045988_005108|3300045988|Ga0495776_003108: 2,343-14,197 (+)

8

SAMN06164400_a1_ct4300: 1-12,463 (+)

3 4 5 6 7

8000 nt

DNA, RNA and nucleotide metabolism head and packaging tail unknown function defence (PADLOC)


