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MGV-GENOME-0366822:53,173-62,439 (+)
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MGV-GENOME-0365330:52,026-61,328 (+)
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MGV-GENOME-0364228: 51,255-60,517 (+)
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uvig 205677:36,438-55,303 (+)
41
40142 43 nucleotide kinase (CDS_0044)

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081: 52,353-59,315 (+)
44
38 43 T endonuclease (CDS_0045)
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IMGVR_UViG_3300045988 _010276|3300045988|Ga0495776_003104: 53,736-60,741 (+)

nucleotide kinase (CDS_0044)
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MGV-GENOME-0364000: 57,927-63,457 (+)
nucleotide kinase (CDS_0044)
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MGV-GENOME-0363895: 55,417-62,059 (+)
HNH endonuclease (CDS_0042)
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MGV-GENOME-0363131:52,722-59,592 (+)
homing endonuclease (CDS_0024) 32
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uvig_166378:25,742-37,788 (+)
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uvig_79586:41,134-48,679 (+)

polynucleotide kinase (CDS_0033)
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MGV-GENOME-0358639: 41,134-48,679 (+)
polynucleotide kinase (CDS_0032)
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MGV-GENOME-0360259:28,945-51,538 (+)
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nucleotide kinase (CDS_0048)
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MGV-GENOME-0363827:52,438-60,232 (+)
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46 48
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IMGVR_UViG_3300045988_001907|3300045988|Ga0495776_076150:53,039-61,170 (+)
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anaerobic ribonucleoside reductase large subunit (CDS_0051)
nucleotide kinase (CDS_0043) HEase_00016 homing (CDS_0050)
DNA polymerase (CDS_0044) 49 52

uvig 550927:54,077-64,089 (+)
41 42 HEase_00016 homing (CDS_0046)
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MGV-GENOME-0359528:51,618-59,606 (+)
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