
MGV-GENOME-0360000: 52,277-61,307 (+)

35 36 37 38
39

40
41

polynucleotide kinase (CDS_0042)

43 44

nucleotide kinase (CDS_0045)

46 47 48
PDC-M08B_WP_209463324.1 (CDS_0049)

50 5152

uvig_25670: 50,987-59,464 (+)

35 39 40 41 anaerobic ribonucleoside reductase large subunit

uvig_596116: 52,984-62,458 (+)

41 45 46 47 48

MGV-GENOME-0366822: 53,173-62,439 (+)

45 46 47 48 53

uvig_145053: 51,804-61,715 (+)

39 40 41 42 homing endonuclease (CDS_0045)

IMGVR_UViG_3300045988_022371|3300045988|Ga0495776_095781: 51,807-61,680 (+)

40 41
nucleotide kinase (CDS_0042)

43 46 homing endonuclease (CDS_0047)

IMGVR_UViG_3300045988_009290|3300045988|Ga0495776_112005: 53,315-63,171 (+)

43 44

45
46

47 endonuclease (CDS_0048)

MGV-GENOME-0365330: 52,026-61,328 (+)

42
nucleotide kinase (CDS_0043)

44 endonuclease (CDS_0045)

MGV-GENOME-0358380: 40,729-58,854 (+)

24 31
nucleotide kinase (CDS_0032)

33 35 40

uvig_389204: 49,892-60,787 (+)

30

phosphoheptose isomerase (CDS_0037)

38
39

40
41

42

endonuclease (CDS_0043)

44 endonuclease (CDS_0045)

IMGVR_UViG_3300045988_003399|3300045988|Ga0495776_075879: 42,718-59,914 (+)

31 36 38
39

40
41

42

MGV-GENOME-0364228: 51,255-60,517 (+)

37 40 42
43

44 45

uvig_205677: 36,438-55,303 (+)

27 35 36
37

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081: 52,353-59,315 (+)

40
41

42 43 nucleotide kinase (CDS_0044)

IMGVR_UViG_3300045988_010276|3300045988|Ga0495776_003104: 53,736-60,741 (+)

38 43
44

endonuclease (CDS_0045)

MGV-GENOME-0364000: 57,927-63,457 (+)

nucleotide kinase (CDS_0044)
45

MGV-GENOME-0364007: 57,931-63,462 (+)

nucleotide kinase (CDS_0044)
45

MGV-GENOME-0363895: 55,417-62,059 (+)

42 45 46 51

SAMN09781749_a1_ct8780: 54,040-60,587 (+)

HNH endonuclease (CDS_0042)
4748

uvig_122593: 52,083-58,394 (+)

37 40 41

MGV-GENOME-0363131: 52,722-59,592 (+)

nucleotide kinase (CDS_0044)
45

uvig_166378: 25,742-37,788 (+)

23
homing endonuclease (CDS_0024)

25 26 31
32

3334 35

uvig_79586: 41,134-48,679 (+)

polynucleotide kinase (CDS_0033)

34
35

36
37

38

MGV-GENOME-0358639: 41,134-48,679 (+)

polynucleotide kinase (CDS_0033)

34
35

36
37

38

MGV-GENOME-0360259: 28,945-51,538 (+)

24 25 26 27

polynucleotide kinase (CDS_0032)

33
34

35
36

37

IMGVR_UViG_3300045988_006378|3300045988|Ga0495776_027317: 41,270-57,430 (+)

41 42
43

44
45

46

MGV-GENOME-0363827: 52,438-60,232 (+)

43
nucleotide kinase (CDS_0048)

49

IMGVR_UViG_3300045988_003979|3300045988|Ga0495776_011566: 53,080-65,054 (+)

45
46

47
48

49 50 51 52 53

IMGVR_UViG_3300029881_000004|3300029881|Ga0245307_1000288: 53,079-65,053 (+)

45
46

47
48

49 50 51 52 53

IMGVR_UViG_3300045988_001907|3300045988|Ga0495776_076150: 53,039-61,170 (+)

37 38 39 43 44
45

46

IMGVR_UViG_3300045988_005306|3300045988|Ga0495776_132123: 42,551-58,311 (+)

32 37 38

39
40

41

uvig_550927: 54,077-64,089 (+)

nucleotide kinase (CDS_0043)
DNA polymerase (CDS_0044) 49

HEase_00016 homing (CDS_0050)
anaerobic ribonucleoside reductase large subunit (CDS_0051)

52

MGV-GENOME-0359528: 51,618-59,606 (+)

41 42 HEase_00016 homing (CDS_0046)

9000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


