HEase_00016 homing (CDS_0064)
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MGV-GENOME-0365330: 67,350-76,912 (+)

HEase_00016 homing (CDS_0060) 62

IMGVR_UViG_3300045988 005306|3300045988\Ga0495776 132123:63,910-74, 180( )

HEase_ 00016 homing (CDS_0058)
HEase_00016 homing (CDS_0060) 63

IMGVR_UViG_3300045988 OO42%|3300045988\Ga0495776 095853: 63,785- 74830( )
HEase_00016 homing (CDS_0057)

SAMNO3418259_al ct6248:63,764-74,724 (+)

endonuclease (CDS_0061)
60 62 HEase_00016 homing (CDS_0066) 71 72

uvig_389204:66,797-80,397 (+)
HEase_00016 homing (CDS_0071) HEase_00016 homing (CDS_0075) 77

I
uvig_596116:72,445-82,224 (+)
HEase_00016 homing (CDS_0042)
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MGV-GENOME-0341079: 39,343-49,577 (+)

HEase_00016 homing (CDS_0056) HEase_00016 homing (CDS_0061)

Y ) —— ————————]
MGV-GENOME-0360259:59,650-69,902 (+)

HEase_00016 homing (CDS_0072) homing endonuclease (CDS_0077)
HEase_00006 homing (CDS_0075) 78 HNH endonuclease
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IMGVR_UViG_3300029881_000004|3300029881|Ga0245307_1000288: 71,220-82,178 (+)
54 55 /%) 60 61 62 65 66 67 68 69

uvig_205677:63,038-75,134 (+)
67 69 73 74 lipoprotein (CDS_0075)

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081: 68,459-79,292 (+)
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IMGVR_UViG_3300045988_010276|3300045988|Ga0495776_003104: 68,939-79,293 (+)
HEase_00016 homing (CDS_0055) 60 61 62 63
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IMGVR_UViG_3300045988_005108|3300045988|Ga0495776_003108: 65,039-76,735 (+)
HEase_00006 homing (CDS_0066) 67 7273

IMGVR_UViG_3300045988 007186|3300045988|Ga0495776_095794:69,770-79,462 (+)
5000 nt {
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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