89 90 tRNA-GIn(TTG) 91 92 93 95 96 97

94
] L O—ULD—DHU—DHLESUDDOHLDHE DT OB OE D

[T T EE BN = EmEm W EE. -
IMGVR_UViG_3300045988_006378|3300045988|Ga0495776_027317:83,270-89,505 (+)

80 82

CHO—1 O—HI-DHD EODD—-HE O—DHE O

mEE == - .- - - - - LN 1
uvig_122593:82,821-89,044 (+)

95 97 99

] I 00 i N 1 5 5 D 2, I

L L] - E. EEEE = -m o - -
uvig_389204:92,076-98,447 (+)
78 79 HNH endonuclease (CDS_0084) 90
d G I 0, 2 I o ) A HO I O B

HEE NN .. e L -
uvig 205677:79,115-86,271 (+)
95 98
a i DLLDD—DHD—DHDHESDRDUHLH OUIEOE
L 1] - . - Em . -m - me- -
uvig 596116:91,412-98,552 (+)
85

0

82
K DDDD—LDH DHLDDLDDESDDIDUH) LD 1
L] HE EE NN mm - . I
SAMNO03418259_al _ct6248:83,703-91,034 (+)
90 HNH endonuclease (CDS_0093)
] DDDDD—LDDDDRDEDESDDDOHDDH O PIDPDIEDE
L L e . N - -. - . -

IMGVR_UViG_3300045988_001753|3300045988|Ga0495776_011610:90,164-97,702 (+)

81 HNH endonuclease (CDS_0084)

G DL DH DD D DDA DH DR PDEDE
C 1] L ] 1] - - - 1]

IMGVR_UViG_3300045988_022371|3300045988|Ga0495776_095781:83,343-90,575 (+)

87 88 endonuclease VIl (CDS_0091)
K l L O—DD—DH DD DD D) DO

L] s . - N mEn LI

LT
MGV-GENOME-0360259:80,796-88,133 (+)

0

:

HNH endonuclease (CDS_0096)
- OLOOOHIHIHDID CHIHE DI D IDEDED

L] s . - ==
IMGVR_UViG_3300045988_003979|3300045988|Ga0495776_011566:89,202-97,180 (+)

)

HNH endonuclease (CDS_0091)
¢ DLDDD—DDHD—DHD—DDDDDHLD B I I D I I
mEEEEN s == - =Em - - EE-. - ]
IMGVR_UViG_3300045988 _003399|3300045988|Ga0495776_075879:86,293-94,598 (+)
83

:

86 HNH endonuclease (CDS_0089) HEase_00016 homing (CDS_0094)
G DDHHT O—DHD—HDHDRDDHLD B I I I L
EEE = . s m. o N EEN - EE-. —— - I
MGV-GENOME-0363305:85,488-94,221 (+)
87 88 89 HNH endonuclease (CDS_0095)
D e (o (O e O G L O— DD D—DHDHDRDDHDD BN ) I I W I
L - - L] E m. H =N EEn - ma. L -
IMGVR_UViG_3300029881_000004|3300029881|Ga0245307_1000288: 85,963-96,825 (+)
91 HNH endonuclease (CDS_0092) HNH endonuclease (CDS_0095)
NAEA N NN \ WA

"

A/ VAVARRVAVi|Vi| /l
[ 1] [T [ NN EEEC N mE. - —
MGV-GENOME-0364228:87,472-95,374 (+)
57 59 60 64
a3 G DL DD D DU DHLDH DU
— - = [T 1] EE BN N BN BN EE. E———
MGV-GENOME-0341079: 53,230-63,802 (+)

73 74 75 76 HNH endonuclease (CDS_0079)

C
MGV-GENOME-0359528:78,283-87,443 (+)

|

MGV-GENOME-0363827:84,665-94,778 (+)

84 90
@0 - T R G o

IMGVR_UViG_3300045988 _005108|3300045988|Ga0495776_003108:83,296-91,762 (+)

80 84 HNH endonuclease (CDS_0087)

K] ] L ORI DEDDHIE SDDD-OH LD LD O
L E E. H EmE- mm - ma. -

IMGVR_UViG_3300045988 007186|3300045988|Ga0495776_095794:82,902-91,221 (+)

91 92 endonuclease VII (CDS_0098) 101

£ K =K G DDDD—DDH DD DHEODRIDDHDDE - 0PN 1
ULl L] mE . - - . m-. - - mmm

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081:86,380-95,301 (+)
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